
Socio Construct Analysis of 13 grids

Grid    E   C
* G1   11   5  TGPRSL6
* G2   11   5  TCPRSL6
* G3   11   5  SGPRSL6
* G4   11   5  RMPRSL6
* G5   11   5  RGPRSL6
* G6   11   5  REPRSL6
* G7   11   5  PRPRSL6
* G8    6   5  NDPRSL6
* G9   11   5  MFPRSL6
*G10   11   5  MCPRSL6
*G11   11   5  GEPRSL6
*G12   11   5  BHPRSL6
*G13    6   5  AMPRSL6
        3  65  Common Elements & Total Constructs

G1<:G2 0.0% over 80.0 (TGPRSL6 construct-correspondence-from TCPRSL6)
  1:  20.0% ≥ 46.7    G1C4:       not Family IV - Family IV
                      G2C5: not Caryophyllaceae - Caryophyllaceae
  2:  40.0% ≥ 26.7    G1C1:  not Geranaceae - Geranaceae
                      G2C5: Caryophyllaceae - not Caryophyllaceae
  3:          20.0    G1C2: not Asteraceae - Asteraceae
                      G2C1: not Asteraceae - Asteraceae
  4:          20.0    G1C3: not Family III - not Family III
                      G2C1: not Asteraceae - Asteraceae
  5: 100.0% ≥ 20.0    G1C5:   not Family V - Family V
                      G2C1: not Asteraceae - Asteraceae

G1<:G3 0.0% over 80.0 (TGPRSL6 construct-correspondence-from SGPRSL6)
  1:  20.0% ≥ 46.7    G1C4:    not Family IV - Family IV
                      G3C3: not Brassicaceae - Brassicaceae
  2:  40.0% ≥ 26.7    G1C1: not Geranaceae - Geranaceae
                      G3C2: not Asteraceae - Asteraceae
  3:          20.0    G1C2: not Asteraceae - Asteraceae
                      G3C1:   not Apiaceae - Apiaceae
  4:          20.0    G1C3: not Family III - not Family III
                      G3C1:   not Apiaceae - Apiaceae
  5: 100.0% ≥ 20.0    G1C5: not Family V - Family V
                      G3C1: not Apiaceae - Apiaceae

G1<:G4 0.0% over 80.0 (TGPRSL6 construct-correspondence-from RMPRSL6)
  1:  20.0% ≥ 46.7    G1C4:       not Family IV - Family IV
                      G4C5: not Caryophyllaceae - Caryophyllaceae
  2:  40.0% ≥ 26.7    G1C1: not Geranaceae - Geranaceae
                      G4C4: not Asteraceae - Asteraceae
  3:          20.0    G1C2: not Asteraceae - Asteraceae
                      G4C1:   not Apiaceae - Apiaceae
  4:          20.0    G1C3: not Family III - not Family III
                      G4C1:   not Apiaceae - Apiaceae
  5: 100.0% ≥ 20.0    G1C5: not Family V - Family V
                      G4C1: not Apiaceae - Apiaceae

G1<:G5 0.0% over 80.0 (TGPRSL6 construct-correspondence-from RGPRSL6)
  1:  20.0% ≥ 46.7    G1C4: not Family IV - Family IV
                      G5C1:      family I - not family I
  2:  40.0% ≥ 26.7    G1C1: not Geranaceae - Geranaceae
                      G5C1:   not family I - family I



  3:          20.0    G1C2: not Asteraceae - Asteraceae
                      G5C1:   not family I - family I
  4:          20.0    G1C3: not Family III - not Family III
                      G5C1:   not family I - family I
  5: 100.0% ≥ 20.0    G1C5: not Family V - Family V
                      G5C1: not family I - family I

G1<:G6 0.0% over 80.0 (TGPRSL6 construct-correspondence-from REPRSL6)
  1:  20.0% ≥ 46.7    G1C4:     not Family IV - Family IV
                      G6C3: not Ranunculaceae - Ranunculaceae
  2:          26.7    G1C1: not Geranaceae - Geranaceae
                      G6C1: not Asteraceae - Asteraceae
  3:  60.0% ≥ 26.7    G1C5:        not Family V - Family V
                      G6C2: not Caryophyllaceae - Caryophyllaceae
  4:          20.0    G1C2: not Asteraceae - Asteraceae
                      G6C1: not Asteraceae - Asteraceae
  5: 100.0% ≥ 20.0    G1C3: not Family III - not Family III
                      G6C1: not Asteraceae - Asteraceae

G1<:G7 0.0% over 80.0 (TGPRSL6 construct-correspondence-from PRPRSL6)
  1:  20.0% ≥ 46.7    G1C4:    not Family IV - Family IV
                      G7C2: not Brassicaceae - Brassicaceae
  2:  40.0% ≥ 26.7    G1C1: not Geranaceae - Geranaceae
                      G7C4:   not Apiaceae - Apiaceae
  3:          20.0    G1C2: not Asteraceae - Asteraceae
                      G7C1: not Asteraceae - Asteraceae
  4:          20.0    G1C3: not Family III - not Family III
                      G7C1: not Asteraceae - Asteraceae
  5: 100.0% ≥ 20.0    G1C5:   not Family V - Family V
                      G7C1: not Asteraceae - Asteraceae

G1<:G8 0.0% over 80.0 (TGPRSL6 construct-correspondence-from NDPRSL6)
  1:  20.0% ≥ 46.7    G1C4: not Family IV - Family IV
                      G8C4: not family IV - family IV
  2:          26.7    G1C1: not Geranaceae - Geranaceae
                      G8C4:      family IV - not family IV
  3:  60.0% ≥ 26.7    G1C5:   not Family V - Family V
                      G8C3: not family III - family III
  4:          20.0    G1C2: not Asteraceae - Asteraceae
                      G8C1:   not family I - family I
  5: 100.0% ≥ 20.0    G1C3: not Family III - not Family III
                      G8C1:   not family I - family I

G1<:G9 0.0% over 80.0 (TGPRSL6 construct-correspondence-from MFPRSL6)
  1:  20.0% ≥ 46.7    G1C4: not Family IV - Family IV
                      G9C2: not family II - family II
  2:  40.0% ≥ 26.7    G1C1: not Geranaceae - Geranaceae
                      G9C1:   not family I - family I
  3:          20.0    G1C2: not Asteraceae - Asteraceae
                      G9C1:   not family I - family I
  4:          20.0    G1C3: not Family III - not Family III
                      G9C1:   not family I - family I
  5: 100.0% ≥ 20.0    G1C5: not Family V - Family V
                      G9C1: not family I - family I

G1<:G10 0.0% over 80.0 (TGPRSL6 construct-correspondence-from MCPRSL6)
  1:  20.0% ≥ 46.7    G1C4:       not Family IV - Family IV
                     G10C1: not Caryophyllaceae - Caryophyllaceae
  2:  40.0% ≥ 26.7    G1C1:  not Geranaceae - Geranaceae
                     G10C1: Caryophyllaceae - not Caryophyllaceae



  3:          20.0    G1C2:      not Asteraceae - Asteraceae
                     G10C1: not Caryophyllaceae - Caryophyllaceae
  4:          20.0    G1C3:      not Family III - not Family III
                     G10C1: not Caryophyllaceae - Caryophyllaceae
  5: 100.0% ≥ 20.0    G1C5:        not Family V - Family V
                     G10C1: not Caryophyllaceae - Caryophyllaceae

G1<:G11 0.0% over 80.0 (TGPRSL6 construct-correspondence-from GEPRSL6)
  1:  20.0% ≥ 46.7    G1C4:  not Family IV - Family IV
                     G11C3: not family III - family III
  2:  40.0% ≥ 26.7    G1C1: not Geranaceae - Geranaceae
                     G11C5:   not family V - family V
  3:          20.0    G1C2: not Asteraceae - Asteraceae
                     G11C1:   not family I - family I
  4:          20.0    G1C3: not Family III - not Family III
                     G11C1:   not family I - family I
  5: 100.0% ≥ 20.0    G1C5: not Family V - Family V
                     G11C1: not family I - family I

G1<:G12 0.0% over 80.0 (TGPRSL6 construct-correspondence-from BHPRSL6)
  1:  20.0% ≥ 46.7    G1C4:  not Family IV - Family IV
                     G12C2: not Asteraceae - Asteraceae
  2:          26.7    G1C1: not Geranaceae - Geranaceae
                     G12C2:     Asteraceae - not Asteraceae
  3:  60.0% ≥ 26.7    G1C5: not Family V - Family V
                     G12C1:     Apiaceae - not Apiaceae
  4:          20.0    G1C2: not Asteraceae - Asteraceae
                     G12C1:   not Apiaceae - Apiaceae
  5: 100.0% ≥ 20.0    G1C3: not Family III - not Family III
                     G12C1:   not Apiaceae - Apiaceae

G1<:G13 0.0% over 80.0 (TGPRSL6 construct-correspondence-from AMPRSL6)
  1:  20.0% ≥ 60.0    G1C4:   not Family IV - Family IV
                     G13C5: not Geraniaceae - Geraniaceae
  2:          33.3    G1C1:    not Geranaceae - Geranaceae
                     G13C3: not Ranunculaceae - Ranunculaceae
  3:  60.0% ≥ 33.3    G1C5:   not Family V - Family V
                     G13C2: not Asteraceae - Asteraceae
  4:          20.0    G1C2:      not Asteraceae - Asteraceae
                     G13C1: not Caryophyllaceae - Caryophyllaceae
  5: 100.0% ≥ 20.0    G1C3:      not Family III - not Family III
                     G13C1: not Caryophyllaceae - Caryophyllaceae

G2<:G1 0.0% over 80.0 (TCPRSL6 construct-correspondence-from TGPRSL6)
  1:  20.0% ≥ 46.7    G2C5: not Caryophyllaceae - Caryophyllaceae
                      G1C4:       not Family IV - Family IV
  2:          20.0    G2C1: not Asteraceae - Asteraceae
                      G1C1: not Geranaceae - Geranaceae
  3:          20.0    G2C2: not Brassicaceae - Brassicaceae
                      G1C1:   not Geranaceae - Geranaceae
  4:          20.0    G2C3: not Ranunculaceae - Ranunculaceae
                      G1C1:    not Geranaceae - Geranaceae
  5: 100.0% ≥ 20.0    G2C4:   not Apiaceae - Apiaceae
                      G1C1: not Geranaceae - Geranaceae

G2<:G3 0.0% over 80.0 (TCPRSL6 construct-correspondence-from SGPRSL6)
  1:          46.7    G2C2: not Brassicaceae - Brassicaceae
                      G3C3: not Brassicaceae - Brassicaceae
  2:  40.0% ≥ 46.7    G2C5: not Caryophyllaceae - Caryophyllaceae
                      G3C3:    not Brassicaceae - Brassicaceae



  3:          20.0    G2C1: not Asteraceae - Asteraceae
                      G3C1:   not Apiaceae - Apiaceae
  4:          20.0    G2C3: not Ranunculaceae - Ranunculaceae
                      G3C1:      not Apiaceae - Apiaceae
  5: 100.0% ≥ 20.0    G2C4: not Apiaceae - Apiaceae
                      G3C1: not Apiaceae - Apiaceae

G2<:G4 0.0% over 80.0 (TCPRSL6 construct-correspondence-from RMPRSL6)
  1:  20.0% ≥ 46.7    G2C5: not Caryophyllaceae - Caryophyllaceae
                      G4C5: not Caryophyllaceae - Caryophyllaceae
  2:  40.0% ≥ 40.0    G2C2: not Brassicaceae - Brassicaceae
                      G4C2: not Brassicaceae - Brassicaceae
  3:          20.0    G2C1: not Asteraceae - Asteraceae
                      G4C1:   not Apiaceae - Apiaceae
  4:          20.0    G2C3: not Ranunculaceae - Ranunculaceae
                      G4C1:      not Apiaceae - Apiaceae
  5: 100.0% ≥ 20.0    G2C4: not Apiaceae - Apiaceae
                      G4C1: not Apiaceae - Apiaceae

G2<:G5 0.0% over 80.0 (TCPRSL6 construct-correspondence-from RGPRSL6)
  1:          46.7    G2C2: not Brassicaceae - Brassicaceae
                      G5C1:         family I - not family I
  2:  40.0% ≥ 46.7    G2C5: not Caryophyllaceae - Caryophyllaceae
                      G5C1:            family I - not family I
  3:          20.0    G2C1: not Asteraceae - Asteraceae
                      G5C1:   not family I - family I
  4:          20.0    G2C3: not Ranunculaceae - Ranunculaceae
                      G5C1:      not family I - family I
  5: 100.0% ≥ 20.0    G2C4: not Apiaceae - Apiaceae
                      G5C1: not family I - family I

G2<:G6 0.0% over 80.0 (TCPRSL6 construct-correspondence-from REPRSL6)
  1:          46.7    G2C2: not Brassicaceae - Brassicaceae
                      G6C4: not Brassicaceae - Brassicaceae
  2:  40.0% ≥ 46.7    G2C5: not Caryophyllaceae - Caryophyllaceae
                      G6C3:   not Ranunculaceae - Ranunculaceae
  3:          20.0    G2C1: not Asteraceae - Asteraceae
                      G6C1: not Asteraceae - Asteraceae
  4:          20.0    G2C3: not Ranunculaceae - Ranunculaceae
                      G6C1:    not Asteraceae - Asteraceae
  5: 100.0% ≥ 20.0    G2C4:   not Apiaceae - Apiaceae
                      G6C1: not Asteraceae - Asteraceae

G2<:G7 0.0% over 80.0 (TCPRSL6 construct-correspondence-from PRPRSL6)
  1:          46.7    G2C2: not Brassicaceae - Brassicaceae
                      G7C1:       Asteraceae - not Asteraceae
  2:  40.0% ≥ 46.7    G2C5: not Caryophyllaceae - Caryophyllaceae
                      G7C2:    not Brassicaceae - Brassicaceae
  3:          20.0    G2C1: not Asteraceae - Asteraceae
                      G7C1: not Asteraceae - Asteraceae
  4:          20.0    G2C3: not Ranunculaceae - Ranunculaceae
                      G7C1:    not Asteraceae - Asteraceae
  5: 100.0% ≥ 20.0    G2C4:   not Apiaceae - Apiaceae
                      G7C1: not Asteraceae - Asteraceae

G2<:G8 0.0% over 80.0 (TCPRSL6 construct-correspondence-from NDPRSL6)
  1:          46.7    G2C2: not Brassicaceae - Brassicaceae
                      G8C2:    not family II - family II
  2:  40.0% ≥ 46.7    G2C5: not Caryophyllaceae - Caryophyllaceae
                      G8C4:       not family IV - family IV



  3:          20.0    G2C1: not Asteraceae - Asteraceae
                      G8C1:   not family I - family I
  4:          20.0    G2C3: not Ranunculaceae - Ranunculaceae
                      G8C1:      not family I - family I
  5: 100.0% ≥ 20.0    G2C4: not Apiaceae - Apiaceae
                      G8C1: not family I - family I

G2<:G9 0.0% over 80.0 (TCPRSL6 construct-correspondence-from MFPRSL6)
  1:          46.7    G2C2: not Brassicaceae - Brassicaceae
                      G9C3:   not family III - family III
  2:  40.0% ≥ 46.7    G2C5: not Caryophyllaceae - Caryophyllaceae
                      G9C2:       not family II - family II
  3:          20.0    G2C1: not Asteraceae - Asteraceae
                      G9C1:   not family I - family I
  4:          20.0    G2C3: not Ranunculaceae - Ranunculaceae
                      G9C1:      not family I - family I
  5: 100.0% ≥ 20.0    G2C4: not Apiaceae - Apiaceae
                      G9C1: not family I - family I

G2<:G10 0.0% over 80.0 (TCPRSL6 construct-correspondence-from MCPRSL6)
  1:  20.0% ≥ 46.7    G2C5: not Caryophyllaceae - Caryophyllaceae
                     G10C1: not Caryophyllaceae - Caryophyllaceae
  2:          20.0    G2C1:      not Asteraceae - Asteraceae
                     G10C1: not Caryophyllaceae - Caryophyllaceae
  3:          20.0    G2C2:    not Brassicaceae - Brassicaceae
                     G10C1: not Caryophyllaceae - Caryophyllaceae
  4:          20.0    G2C3:   not Ranunculaceae - Ranunculaceae
                     G10C1: not Caryophyllaceae - Caryophyllaceae
  5: 100.0% ≥ 20.0    G2C4:        not Apiaceae - Apiaceae
                     G10C1: not Caryophyllaceae - Caryophyllaceae

G2<:G11 0.0% over 80.0 (TCPRSL6 construct-correspondence-from GEPRSL6)
  1:          46.7    G2C2: not Brassicaceae - Brassicaceae
                     G11C1:         family I - not family I
  2:  40.0% ≥ 46.7    G2C5: not Caryophyllaceae - Caryophyllaceae
                     G11C3:      not family III - family III
  3:          20.0    G2C1: not Asteraceae - Asteraceae
                     G11C1:   not family I - family I
  4:          20.0    G2C3: not Ranunculaceae - Ranunculaceae
                     G11C1:      not family I - family I
  5: 100.0% ≥ 20.0    G2C4: not Apiaceae - Apiaceae
                     G11C1: not family I - family I

G2<:G12 0.0% over 80.0 (TCPRSL6 construct-correspondence-from BHPRSL6)
  1:          46.7    G2C2: not Brassicaceae - Brassicaceae
                     G12C1:     not Apiaceae - Apiaceae
  2:  40.0% ≥ 46.7    G2C5: not Caryophyllaceae - Caryophyllaceae
                     G12C2:      not Asteraceae - Asteraceae
  3:          20.0    G2C1: not Asteraceae - Asteraceae
                     G12C1:   not Apiaceae - Apiaceae
  4:          20.0    G2C3: not Ranunculaceae - Ranunculaceae
                     G12C1:      not Apiaceae - Apiaceae
  5: 100.0% ≥ 20.0    G2C4: not Apiaceae - Apiaceae
                     G12C1: not Apiaceae - Apiaceae

G2<:G13 0.0% over 80.0 (TCPRSL6 construct-correspondence-from AMPRSL6)
  1:          46.7    G2C2: not Brassicaceae - Brassicaceae
                     G13C4: not Brassicaceae - Brassicaceae
  2:  40.0% ≥ 46.7    G2C5: not Caryophyllaceae - Caryophyllaceae
                     G13C5:     not Geraniaceae - Geraniaceae



  3:          20.0    G2C1:      not Asteraceae - Asteraceae
                     G13C1: not Caryophyllaceae - Caryophyllaceae
  4:          20.0    G2C3:   not Ranunculaceae - Ranunculaceae
                     G13C1: not Caryophyllaceae - Caryophyllaceae
  5: 100.0% ≥ 20.0    G2C4:        not Apiaceae - Apiaceae
                     G13C1: not Caryophyllaceae - Caryophyllaceae

G3<:G1 0.0% over 80.0 (SGPRSL6 construct-correspondence-from TGPRSL6)
  1:          46.7    G3C3: not Brassicaceae - Brassicaceae
                      G1C4:    not Family IV - Family IV
  2:          46.7    G3C4: not Ranunculaceae - Ranunculaceae
                      G1C4:     not Family IV - Family IV
  3:  60.0% ≥ 46.7    G3C5: not Caryophyllaceae - Caryophyllaceae
                      G1C4:       not Family IV - Family IV
  4:  80.0% ≥ 40.0    G3C1: not Apiaceae - Apiaceae
                      G1C4:    Family IV - not Family IV
  5: 100.0% ≥ 33.3    G3C2: not Asteraceae - Asteraceae
                      G1C4:  not Family IV - Family IV

G3<:G2 0.0% over 80.0 (SGPRSL6 construct-correspondence-from TCPRSL6)
  1:          46.7    G3C2:  not Asteraceae - Asteraceae
                      G2C5: Caryophyllaceae - not Caryophyllaceae
  2:          46.7    G3C3: not Brassicaceae - Brassicaceae
                      G2C2: not Brassicaceae - Brassicaceae
  3:          46.7    G3C4:   not Ranunculaceae - Ranunculaceae
                      G2C5: not Caryophyllaceae - Caryophyllaceae
  4:  80.0% ≥ 46.7    G3C5: not Caryophyllaceae - Caryophyllaceae
                      G2C5: not Caryophyllaceae - Caryophyllaceae
  5: 100.0% ≥ 20.0    G3C1:   not Apiaceae - Apiaceae
                      G2C1: not Asteraceae - Asteraceae

G3<:G4 0.0% over 80.0 (SGPRSL6 construct-correspondence-from RMPRSL6)
  1:          46.7    G3C1:      not Apiaceae - Apiaceae
                      G4C3: not Ranunculaceae - Ranunculaceae
  2:          46.7    G3C2:   not Asteraceae - Asteraceae
                      G4C2: not Brassicaceae - Brassicaceae
  3:          46.7    G3C3:    not Brassicaceae - Brassicaceae
                      G4C5: not Caryophyllaceae - Caryophyllaceae
  4:          46.7    G3C4:   not Ranunculaceae - Ranunculaceae
                      G4C5: not Caryophyllaceae - Caryophyllaceae
  5: 100.0% ≥ 46.7    G3C5: not Caryophyllaceae - Caryophyllaceae
                      G4C3:   not Ranunculaceae - Ranunculaceae

G3<:G5 0.0% over 80.0 (SGPRSL6 construct-correspondence-from RGPRSL6)
  1:  20.0% ≥ 73.3    G3C3: not Brassicaceae - Brassicaceae
                      G5C1:         family I - not family I
  2:  40.0% ≥ 66.7    G3C2: not Asteraceae - Asteraceae
                      G5C1:   not family I - family I
  3:          46.7    G3C4: not Ranunculaceae - Ranunculaceae
                      G5C1:          family I - not family I
  4:  80.0% ≥ 46.7    G3C5: not Caryophyllaceae - Caryophyllaceae
                      G5C1:            family I - not family I
  5: 100.0% ≥ 20.0    G3C1: not Apiaceae - Apiaceae
                      G5C1: not family I - family I

G3<:G6 0.0% over 80.0 (SGPRSL6 construct-correspondence-from REPRSL6)
  1:  20.0% ≥ 73.3    G3C5: not Caryophyllaceae - Caryophyllaceae
                      G6C3:   not Ranunculaceae - Ranunculaceae
  2:          46.7    G3C1:      not Apiaceae - Apiaceae
                      G6C3: not Ranunculaceae - Ranunculaceae



  3:          46.7    G3C2: not Asteraceae - Asteraceae
                      G6C1: not Asteraceae - Asteraceae
  4:          46.7    G3C3:  not Brassicaceae - Brassicaceae
                      G6C3: not Ranunculaceae - Ranunculaceae
  5: 100.0% ≥ 46.7    G3C4: not Ranunculaceae - Ranunculaceae
                      G6C3: not Ranunculaceae - Ranunculaceae

G3<:G7 0.0% over 80.0 (SGPRSL6 construct-correspondence-from PRPRSL6)
  1:          46.7    G3C2:    not Asteraceae - Asteraceae
                      G7C3: not Ranunculaceae - Ranunculaceae
  2:          46.7    G3C3: not Brassicaceae - Brassicaceae
                      G7C2: not Brassicaceae - Brassicaceae
  3:          46.7    G3C4: not Ranunculaceae - Ranunculaceae
                      G7C2:  not Brassicaceae - Brassicaceae
  4:  80.0% ≥ 46.7    G3C5: not Caryophyllaceae - Caryophyllaceae
                      G7C2:    not Brassicaceae - Brassicaceae
  5: 100.0% ≥ 20.0    G3C1:   not Apiaceae - Apiaceae
                      G7C1: not Asteraceae - Asteraceae

G3<:G8 0.0% over 80.0 (SGPRSL6 construct-correspondence-from NDPRSL6)
  1:          46.7    G3C1: not Apiaceae - Apiaceae
                      G8C1: not family I - family I
  2:          46.7    G3C2: not Asteraceae - Asteraceae
                      G8C4:      family IV - not family IV
  3:          46.7    G3C3: not Brassicaceae - Brassicaceae
                      G8C2:    not family II - family II
  4:          46.7    G3C4: not Ranunculaceae - Ranunculaceae
                      G8C4:     not family IV - family IV
  5: 100.0% ≥ 46.7    G3C5: not Caryophyllaceae - Caryophyllaceae
                      G8C1:        not family I - family I

G3<:G9 0.0% over 80.0 (SGPRSL6 construct-correspondence-from MFPRSL6)
  1:  20.0% ≥ 73.3    G3C2: not Asteraceae - Asteraceae
                      G9C4:  not family IV - family IV
  2:  40.0% ≥ 66.7    G3C3: not Brassicaceae - Brassicaceae
                      G9C4:        family IV - not family IV
  3:          46.7    G3C4: not Ranunculaceae - Ranunculaceae
                      G9C2:     not family II - family II
  4:  80.0% ≥ 46.7    G3C5: not Caryophyllaceae - Caryophyllaceae
                      G9C2:       not family II - family II
  5: 100.0% ≥ 20.0    G3C1: not Apiaceae - Apiaceae
                      G9C1: not family I - family I

G3<:G10 0.0% over 80.0 (SGPRSL6 construct-correspondence-from MCPRSL6)
  1:  20.0% ≥ 73.3    G3C5: not Caryophyllaceae - Caryophyllaceae
                     G10C1: not Caryophyllaceae - Caryophyllaceae
  2:          46.7    G3C1:        not Apiaceae - Apiaceae
                     G10C1: not Caryophyllaceae - Caryophyllaceae
  3:          46.7    G3C2:  not Asteraceae - Asteraceae
                     G10C1: Caryophyllaceae - not Caryophyllaceae
  4:          46.7    G3C3:    not Brassicaceae - Brassicaceae
                     G10C1: not Caryophyllaceae - Caryophyllaceae
  5: 100.0% ≥ 46.7    G3C4:   not Ranunculaceae - Ranunculaceae
                     G10C1: not Caryophyllaceae - Caryophyllaceae

G3<:G11 0.0% over 80.0 (SGPRSL6 construct-correspondence-from GEPRSL6)
  1:  20.0% ≥ 73.3    G3C3: not Brassicaceae - Brassicaceae
                     G11C5:         family V - not family V
  2:  40.0% ≥ 66.7    G3C2: not Asteraceae - Asteraceae
                     G11C5:   not family V - family V



  3:          46.7    G3C4: not Ranunculaceae - Ranunculaceae
                     G11C3:    not family III - family III
  4:  80.0% ≥ 46.7    G3C5: not Caryophyllaceae - Caryophyllaceae
                     G11C3:      not family III - family III
  5: 100.0% ≥ 20.0    G3C1: not Apiaceae - Apiaceae
                     G11C1: not family I - family I

G3<:G12 0.0% over 80.0 (SGPRSL6 construct-correspondence-from BHPRSL6)
  1:          73.3    G3C2: not Asteraceae - Asteraceae
                     G12C2:     Asteraceae - not Asteraceae
  2:  40.0% ≥ 73.3    G3C5: not Caryophyllaceae - Caryophyllaceae
                     G12C3: not Caryophyllaceae - Caryophyllaceae
  3:  60.0% ≥ 66.7    G3C3: not Brassicaceae - Brassicaceae
                     G12C2:   not Asteraceae - Asteraceae
  4:          46.7    G3C1:        not Apiaceae - Apiaceae
                     G12C3: not Caryophyllaceae - Caryophyllaceae
  5: 100.0% ≥ 46.7    G3C4: not Ranunculaceae - Ranunculaceae
                     G12C2:    not Asteraceae - Asteraceae

G3<:G13 0.0% over 80.0 (SGPRSL6 construct-correspondence-from AMPRSL6)
  1:  20.0% ≥ 73.3    G3C2: not Asteraceae - Asteraceae
                     G13C2: not Asteraceae - Asteraceae
  2:          66.7    G3C3: not Brassicaceae - Brassicaceae
                     G13C5:  not Geraniaceae - Geraniaceae
  3:  60.0% ≥ 66.7    G3C5: not Caryophyllaceae - Caryophyllaceae
                     G13C3:       Ranunculaceae - not Ranunculaceae
  4:          46.7    G3C1:        not Apiaceae - Apiaceae
                     G13C1: not Caryophyllaceae - Caryophyllaceae
  5: 100.0% ≥ 46.7    G3C4: not Ranunculaceae - Ranunculaceae
                     G13C5:   not Geraniaceae - Geraniaceae

G4<:G1 0.0% over 80.0 (RMPRSL6 construct-correspondence-from TGPRSL6)
  1:  20.0% ≥ 46.7    G4C5: not Caryophyllaceae - Caryophyllaceae
                      G1C4:       not Family IV - Family IV
  2:  40.0% ≥ 40.0    G4C3: not Ranunculaceae - Ranunculaceae
                      G1C4:         Family IV - not Family IV
  3:  60.0% ≥ 33.3    G4C4: not Asteraceae - Asteraceae
                      G1C4:  not Family IV - Family IV
  4:          20.0    G4C1:   not Apiaceae - Apiaceae
                      G1C1: not Geranaceae - Geranaceae
  5: 100.0% ≥ 20.0    G4C2: not Brassicaceae - Brassicaceae
                      G1C1:   not Geranaceae - Geranaceae

G4<:G2 0.0% over 80.0 (RMPRSL6 construct-correspondence-from TCPRSL6)
  1:          46.7    G4C4:  not Asteraceae - Asteraceae
                      G2C5: Caryophyllaceae - not Caryophyllaceae
  2:  40.0% ≥ 46.7    G4C5: not Caryophyllaceae - Caryophyllaceae
                      G2C5: not Caryophyllaceae - Caryophyllaceae
  3:  60.0% ≥ 40.0    G4C2: not Brassicaceae - Brassicaceae
                      G2C2: not Brassicaceae - Brassicaceae
  4:          20.0    G4C1:   not Apiaceae - Apiaceae
                      G2C1: not Asteraceae - Asteraceae
  5: 100.0% ≥ 20.0    G4C3: not Ranunculaceae - Ranunculaceae
                      G2C1:    not Asteraceae - Asteraceae

G4<:G3 0.0% over 80.0 (RMPRSL6 construct-correspondence-from SGPRSL6)
  1:          46.7    G4C2: not Brassicaceae - Brassicaceae
                      G3C2:   not Asteraceae - Asteraceae
  2:          46.7    G4C3: not Ranunculaceae - Ranunculaceae
                      G3C1:      not Apiaceae - Apiaceae



  3:          46.7    G4C4: not Asteraceae - Asteraceae
                      G3C2: not Asteraceae - Asteraceae
  4:  80.0% ≥ 46.7    G4C5: not Caryophyllaceae - Caryophyllaceae
                      G3C3:    not Brassicaceae - Brassicaceae
  5: 100.0% ≥ 20.0    G4C1: not Apiaceae - Apiaceae
                      G3C1: not Apiaceae - Apiaceae

G4<:G5 0.0% over 80.0 (RMPRSL6 construct-correspondence-from RGPRSL6)
  1:          46.7    G4C4: not Asteraceae - Asteraceae
                      G5C1:   not family I - family I
  2:  40.0% ≥ 46.7    G4C5: not Caryophyllaceae - Caryophyllaceae
                      G5C1:            family I - not family I
  3:  60.0% ≥ 40.0    G4C2: not Brassicaceae - Brassicaceae
                      G5C1:     not family I - family I
  4:          20.0    G4C1: not Apiaceae - Apiaceae
                      G5C1: not family I - family I
  5: 100.0% ≥ 20.0    G4C3: not Ranunculaceae - Ranunculaceae
                      G5C1:      not family I - family I

G4<:G6 0.0% over 80.0 (RMPRSL6 construct-correspondence-from REPRSL6)
  1:          46.7    G4C3: not Ranunculaceae - Ranunculaceae
                      G6C3: not Ranunculaceae - Ranunculaceae
  2:          46.7    G4C4: not Asteraceae - Asteraceae
                      G6C1: not Asteraceae - Asteraceae
  3:  60.0% ≥ 46.7    G4C5: not Caryophyllaceae - Caryophyllaceae
                      G6C3:   not Ranunculaceae - Ranunculaceae
  4:  80.0% ≥ 40.0    G4C2:    not Brassicaceae - Brassicaceae
                      G6C2: not Caryophyllaceae - Caryophyllaceae
  5: 100.0% ≥ 20.0    G4C1:   not Apiaceae - Apiaceae
                      G6C1: not Asteraceae - Asteraceae

G4<:G7 0.0% over 80.0 (RMPRSL6 construct-correspondence-from PRPRSL6)
  1:          46.7    G4C2:  not Brassicaceae - Brassicaceae
                      G7C3: not Ranunculaceae - Ranunculaceae
  2:          46.7    G4C4: not Asteraceae - Asteraceae
                      G7C4:   not Apiaceae - Apiaceae
  3:  60.0% ≥ 46.7    G4C5: not Caryophyllaceae - Caryophyllaceae
                      G7C2:    not Brassicaceae - Brassicaceae
  4:          20.0    G4C1:   not Apiaceae - Apiaceae
                      G7C1: not Asteraceae - Asteraceae
  5: 100.0% ≥ 20.0    G4C3: not Ranunculaceae - Ranunculaceae
                      G7C1:    not Asteraceae - Asteraceae

G4<:G8 0.0% over 80.0 (RMPRSL6 construct-correspondence-from NDPRSL6)
  1:          46.7    G4C3: not Ranunculaceae - Ranunculaceae
                      G8C1:      not family I - family I
  2:          46.7    G4C4: not Asteraceae - Asteraceae
                      G8C4:      family IV - not family IV
  3:  60.0% ≥ 46.7    G4C5: not Caryophyllaceae - Caryophyllaceae
                      G8C4:       not family IV - family IV
  4:  80.0% ≥ 40.0    G4C2: not Brassicaceae - Brassicaceae
                      G8C2:    not family II - family II
  5: 100.0% ≥ 20.0    G4C1: not Apiaceae - Apiaceae
                      G8C1: not family I - family I

G4<:G9 0.0% over 80.0 (RMPRSL6 construct-correspondence-from MFPRSL6)
  1:          46.7    G4C2: not Brassicaceae - Brassicaceae
                      G9C4:    not family IV - family IV
  2:          46.7    G4C4: not Asteraceae - Asteraceae
                      G9C1:   not family I - family I



  3:  60.0% ≥ 46.7    G4C5: not Caryophyllaceae - Caryophyllaceae
                      G9C2:       not family II - family II
  4:          20.0    G4C1: not Apiaceae - Apiaceae
                      G9C1: not family I - family I
  5: 100.0% ≥ 20.0    G4C3: not Ranunculaceae - Ranunculaceae
                      G9C1:      not family I - family I

G4<:G10 0.0% over 80.0 (RMPRSL6 construct-correspondence-from MCPRSL6)
  1:          46.7    G4C3:   not Ranunculaceae - Ranunculaceae
                     G10C1: not Caryophyllaceae - Caryophyllaceae
  2:          46.7    G4C4:  not Asteraceae - Asteraceae
                     G10C1: Caryophyllaceae - not Caryophyllaceae
  3:  60.0% ≥ 46.7    G4C5: not Caryophyllaceae - Caryophyllaceae
                     G10C1: not Caryophyllaceae - Caryophyllaceae
  4:          20.0    G4C1:        not Apiaceae - Apiaceae
                     G10C1: not Caryophyllaceae - Caryophyllaceae
  5: 100.0% ≥ 20.0    G4C2:    not Brassicaceae - Brassicaceae
                     G10C1: not Caryophyllaceae - Caryophyllaceae

G4<:G11 0.0% over 80.0 (RMPRSL6 construct-correspondence-from GEPRSL6)
  1:          46.7    G4C4: not Asteraceae - Asteraceae
                     G11C5:   not family V - family V
  2:  40.0% ≥ 46.7    G4C5: not Caryophyllaceae - Caryophyllaceae
                     G11C3:      not family III - family III
  3:  60.0% ≥ 40.0    G4C2: not Brassicaceae - Brassicaceae
                     G11C1:     not family I - family I
  4:          20.0    G4C1: not Apiaceae - Apiaceae
                     G11C1: not family I - family I
  5: 100.0% ≥ 20.0    G4C3: not Ranunculaceae - Ranunculaceae
                     G11C1:      not family I - family I

G4<:G12 0.0% over 80.0 (RMPRSL6 construct-correspondence-from BHPRSL6)
  1:          46.7    G4C2: not Brassicaceae - Brassicaceae
                     G12C2:   not Asteraceae - Asteraceae
  2:          46.7    G4C3:   not Ranunculaceae - Ranunculaceae
                     G12C3: not Caryophyllaceae - Caryophyllaceae
  3:          46.7    G4C4: not Asteraceae - Asteraceae
                     G12C2:     Asteraceae - not Asteraceae
  4:  80.0% ≥ 46.7    G4C5: not Caryophyllaceae - Caryophyllaceae
                     G12C2:      not Asteraceae - Asteraceae
  5: 100.0% ≥ 20.0    G4C1: not Apiaceae - Apiaceae
                     G12C1: not Apiaceae - Apiaceae

G4<:G13 0.0% over 80.0 (RMPRSL6 construct-correspondence-from AMPRSL6)
  1:          46.7    G4C2: not Brassicaceae - Brassicaceae
                     G13C2:   not Asteraceae - Asteraceae
  2:          46.7    G4C3:   not Ranunculaceae - Ranunculaceae
                     G13C1: not Caryophyllaceae - Caryophyllaceae
  3:          46.7    G4C4:      not Asteraceae - Asteraceae
                     G13C1: not Caryophyllaceae - Caryophyllaceae
  4:  80.0% ≥ 46.7    G4C5: not Caryophyllaceae - Caryophyllaceae
                     G13C5:     not Geraniaceae - Geraniaceae
  5: 100.0% ≥ 20.0    G4C1:        not Apiaceae - Apiaceae
                     G13C1: not Caryophyllaceae - Caryophyllaceae

G5<:G1 0.0% over 80.0 (RGPRSL6 construct-correspondence-from TGPRSL6)
  1:          33.3    G5C1:  not family I - family I
                      G1C4: not Family IV - Family IV
  2:          33.3    G5C2: not family II - family II



                      G1C4: not Family IV - Family IV
  3:          33.3    G5C4: not family IV - family IV
                      G1C4: not Family IV - Family IV
  4:  80.0% ≥ 33.3    G5C5:  not family V - family V
                      G1C4: not Family IV - Family IV
  5: 100.0% ≥ 20.0    G5C3: not family III - family III
                      G1C1: not Geranaceae - Geranaceae

G5<:G2 0.0% over 80.0 (RGPRSL6 construct-correspondence-from TCPRSL6)
  1:          46.7    G5C1: not family I - family I
                      G2C2: Brassicaceae - not Brassicaceae
  2:          46.7    G5C2: not family II - family II
                      G2C2:  Brassicaceae - not Brassicaceae
  3:          46.7    G5C3: not family III - family III
                      G2C2:   Brassicaceae - not Brassicaceae
  4:          46.7    G5C4: not family IV - family IV
                      G2C2:  Brassicaceae - not Brassicaceae
  5: 100.0% ≥ 46.7    G5C5: not family V - family V
                      G2C2: Brassicaceae - not Brassicaceae

G5<:G3 0.0% over 80.0 (RGPRSL6 construct-correspondence-from SGPRSL6)
  1:          73.3    G5C1: not family I - family I
                      G3C3: Brassicaceae - not Brassicaceae
  2:          73.3    G5C2: not family II - family II
                      G3C3:  Brassicaceae - not Brassicaceae
  3:          73.3    G5C4: not family IV - family IV
                      G3C3:  Brassicaceae - not Brassicaceae
  4:  80.0% ≥ 73.3    G5C5: not family V - family V
                      G3C3: Brassicaceae - not Brassicaceae
  5: 100.0% ≥ 46.7    G5C3: not family III - family III
                      G3C3:   Brassicaceae - not Brassicaceae

G5<:G4 0.0% over 80.0 (RGPRSL6 construct-correspondence-from RMPRSL6)
  1:          46.7    G5C1:   not family I - family I
                      G4C4: not Asteraceae - Asteraceae
  2:          46.7    G5C2:  not family II - family II
                      G4C4: not Asteraceae - Asteraceae
  3:          46.7    G5C4:  not family IV - family IV
                      G4C4: not Asteraceae - Asteraceae
  4:  80.0% ≥ 46.7    G5C5:   not family V - family V
                      G4C4: not Asteraceae - Asteraceae
  5: 100.0% ≥ 40.0    G5C3:   not family III - family III
                      G4C2: not Brassicaceae - Brassicaceae

G5<:G6 0.0% over 80.0 (RGPRSL6 construct-correspondence-from REPRSL6)
  1:          46.7    G5C1:   not family I - family I
                      G6C1: not Asteraceae - Asteraceae
  2:          46.7    G5C2:  not family II - family II
                      G6C1: not Asteraceae - Asteraceae
  3:          46.7    G5C3:      not family III - family III
                      G6C2: not Caryophyllaceae - Caryophyllaceae
  4:          46.7    G5C4:  not family IV - family IV
                      G6C1: not Asteraceae - Asteraceae
  5: 100.0% ≥ 46.7    G5C5:   not family V - family V
                      G6C1: not Asteraceae - Asteraceae

G5<:G7 0.0% over 80.0 (RGPRSL6 construct-correspondence-from PRPRSL6)
  1:          46.7    G5C1:   not family I - family I
                      G7C1: not Asteraceae - Asteraceae
  2:          46.7    G5C2:  not family II - family II



                      G7C1: not Asteraceae - Asteraceae
  3:          46.7    G5C3: not family III - family III
                      G7C1: not Asteraceae - Asteraceae
  4:          46.7    G5C4:  not family IV - family IV
                      G7C1: not Asteraceae - Asteraceae
  5: 100.0% ≥ 46.7    G5C5:   not family V - family V
                      G7C1: not Asteraceae - Asteraceae

G5<:G8 0.0% over 80.0 (RGPRSL6 construct-correspondence-from NDPRSL6)
  1:          46.7    G5C1:   not family I - family I
                      G8C3: not family III - family III
  2:          46.7    G5C2:  not family II - family II
                      G8C3: not family III - family III
  3:          46.7    G5C3: not family III - family III
                      G8C3: not family III - family III
  4:          46.7    G5C4:  not family IV - family IV
                      G8C3: not family III - family III
  5: 100.0% ≥ 46.7    G5C5:   not family V - family V
                      G8C3: not family III - family III

G5<:G9 0.0% over 80.0 (RGPRSL6 construct-correspondence-from MFPRSL6)
  1:          66.7    G5C1:  not family I - family I
                      G9C4: not family IV - family IV
  2:          66.7    G5C2: not family II - family II
                      G9C4: not family IV - family IV
  3:          66.7    G5C4: not family IV - family IV
                      G9C4: not family IV - family IV
  4:  80.0% ≥ 66.7    G5C5:  not family V - family V
                      G9C4: not family IV - family IV
  5: 100.0% ≥ 46.7    G5C3: not family III - family III
                      G9C3:     family III - not family III

G5<:G10 0.0% over 80.0 (RGPRSL6 construct-correspondence-from MCPRSL6)
  1:          46.7    G5C1:    not family I - family I
                     G10C1: Caryophyllaceae - not Caryophyllaceae
  2:          46.7    G5C2:   not family II - family II
                     G10C1: Caryophyllaceae - not Caryophyllaceae
  3:          46.7    G5C4:   not family IV - family IV
                     G10C1: Caryophyllaceae - not Caryophyllaceae
  4:  80.0% ≥ 46.7    G5C5:    not family V - family V
                     G10C1: Caryophyllaceae - not Caryophyllaceae
  5: 100.0% ≥ 20.0    G5C3:      not family III - family III
                     G10C1: not Caryophyllaceae - Caryophyllaceae

G5<:G11 0.0% over 80.0 (RGPRSL6 construct-correspondence-from GEPRSL6)
  1:          73.3    G5C1: not family I - family I
                     G11C5: not family V - family V
  2:          73.3    G5C2: not family II - family II
                     G11C5:  not family V - family V
  3:          73.3    G5C4: not family IV - family IV
                     G11C5:  not family V - family V
  4:  80.0% ≥ 73.3    G5C5: not family V - family V
                     G11C5: not family V - family V
  5: 100.0% ≥ 46.7    G5C3: not family III - family III
                     G11C1:   not family I - family I

G5<:G12 0.0% over 80.0 (RGPRSL6 construct-correspondence-from BHPRSL6)
  1:          66.7    G5C1: not family I - family I
                     G12C2:   Asteraceae - not Asteraceae
  2:          66.7    G5C2: not family II - family II



                     G12C2:    Asteraceae - not Asteraceae
  3:          66.7    G5C4: not family IV - family IV
                     G12C2:    Asteraceae - not Asteraceae
  4:  80.0% ≥ 66.7    G5C5: not family V - family V
                     G12C2:   Asteraceae - not Asteraceae
  5: 100.0% ≥ 46.7    G5C3: not family III - family III
                     G12C1:       Apiaceae - not Apiaceae

G5<:G13 0.0% over 80.0 (RGPRSL6 construct-correspondence-from AMPRSL6)
  1:          66.7    G5C1:   not family I - family I
                     G13C2: not Asteraceae - Asteraceae
  2:          66.7    G5C2:  not family II - family II
                     G13C2: not Asteraceae - Asteraceae
  3:          66.7    G5C4:  not family IV - family IV
                     G13C2: not Asteraceae - Asteraceae
  4:  80.0% ≥ 66.7    G5C5:   not family V - family V
                     G13C2: not Asteraceae - Asteraceae
  5: 100.0% ≥ 46.7    G5C3:  not family III - family III
                     G13C1: Caryophyllaceae - not Caryophyllaceae

G6<:G1 0.0% over 80.0 (REPRSL6 construct-correspondence-from TGPRSL6)
  1:          46.7    G6C3: not Ranunculaceae - Ranunculaceae
                      G1C4:     not Family IV - Family IV
  2:  40.0% ≥ 46.7    G6C5: not Apiaceae - Apiaceae
                      G1C4:    Family IV - not Family IV
  3:          33.3    G6C1: not Asteraceae - Asteraceae
                      G1C4:  not Family IV - Family IV
  4:  80.0% ≥ 33.3    G6C2: not Caryophyllaceae - Caryophyllaceae
                      G1C4:           Family IV - not Family IV
  5: 100.0% ≥ 20.0    G6C4: not Brassicaceae - Brassicaceae
                      G1C1:   not Geranaceae - Geranaceae

G6<:G2 0.0% over 80.0 (REPRSL6 construct-correspondence-from TCPRSL6)
  1:          46.7    G6C1:  not Asteraceae - Asteraceae
                      G2C5: Caryophyllaceae - not Caryophyllaceae
  2:          46.7    G6C2: not Caryophyllaceae - Caryophyllaceae
                      G2C2:        Brassicaceae - not Brassicaceae
  3:          46.7    G6C3:   not Ranunculaceae - Ranunculaceae
                      G2C5: not Caryophyllaceae - Caryophyllaceae
  4:  80.0% ≥ 46.7    G6C4: not Brassicaceae - Brassicaceae
                      G2C2: not Brassicaceae - Brassicaceae
  5: 100.0% ≥ 20.0    G6C5:   not Apiaceae - Apiaceae
                      G2C1: not Asteraceae - Asteraceae

G6<:G3 0.0% over 80.0 (REPRSL6 construct-correspondence-from SGPRSL6)
  1:  20.0% ≥ 73.3    G6C3:   not Ranunculaceae - Ranunculaceae
                      G3C5: not Caryophyllaceae - Caryophyllaceae
  2:          46.7    G6C1: not Asteraceae - Asteraceae
                      G3C2: not Asteraceae - Asteraceae
  3:          46.7    G6C2: not Caryophyllaceae - Caryophyllaceae
                      G3C3:        Brassicaceae - not Brassicaceae
  4:  80.0% ≥ 46.7    G6C4: not Brassicaceae - Brassicaceae
                      G3C3: not Brassicaceae - Brassicaceae
  5: 100.0% ≥ 40.0    G6C5: not Apiaceae - Apiaceae
                      G3C1: not Apiaceae - Apiaceae

G6<:G4 0.0% over 80.0 (REPRSL6 construct-correspondence-from RMPRSL6)
  1:          46.7    G6C1: not Asteraceae - Asteraceae
                      G4C4: not Asteraceae - Asteraceae
  2:  40.0% ≥ 46.7    G6C3: not Ranunculaceae - Ranunculaceae



                      G4C3: not Ranunculaceae - Ranunculaceae
  3:          40.0    G6C2: not Caryophyllaceae - Caryophyllaceae
                      G4C2:    not Brassicaceae - Brassicaceae
  4:          40.0    G6C4: not Brassicaceae - Brassicaceae
                      G4C2: not Brassicaceae - Brassicaceae
  5: 100.0% ≥ 40.0    G6C5:      not Apiaceae - Apiaceae
                      G4C3: not Ranunculaceae - Ranunculaceae

G6<:G5 0.0% over 80.0 (REPRSL6 construct-correspondence-from RGPRSL6)
  1:          46.7    G6C1: not Asteraceae - Asteraceae
                      G5C1:   not family I - family I
  2:          46.7    G6C2: not Caryophyllaceae - Caryophyllaceae
                      G5C1:        not family I - family I
  3:          46.7    G6C3: not Ranunculaceae - Ranunculaceae
                      G5C1:          family I - not family I
  4:  80.0% ≥ 46.7    G6C4: not Brassicaceae - Brassicaceae
                      G5C1:         family I - not family I
  5: 100.0% ≥ 20.0    G6C5: not Apiaceae - Apiaceae
                      G5C1: not family I - family I

G6<:G7 0.0% over 80.0 (REPRSL6 construct-correspondence-from PRPRSL6)
  1:          46.7    G6C1: not Asteraceae - Asteraceae
                      G7C4:   not Apiaceae - Apiaceae
  2:          46.7    G6C2: not Caryophyllaceae - Caryophyllaceae
                      G7C1:      not Asteraceae - Asteraceae
  3:          46.7    G6C3: not Ranunculaceae - Ranunculaceae
                      G7C2:  not Brassicaceae - Brassicaceae
  4:  80.0% ≥ 46.7    G6C4: not Brassicaceae - Brassicaceae
                      G7C1:       Asteraceae - not Asteraceae
  5: 100.0% ≥ 20.0    G6C5:   not Apiaceae - Apiaceae
                      G7C1: not Asteraceae - Asteraceae

G6<:G8 0.0% over 80.0 (REPRSL6 construct-correspondence-from NDPRSL6)
  1:  20.0% ≥ 73.3    G6C2: not Caryophyllaceae - Caryophyllaceae
                      G8C3:      not family III - family III
  2:          46.7    G6C1: not Asteraceae - Asteraceae
                      G8C4:      family IV - not family IV
  3:          46.7    G6C3: not Ranunculaceae - Ranunculaceae
                      G8C1:      not family I - family I
  4:          46.7    G6C4: not Brassicaceae - Brassicaceae
                      G8C2:    not family II - family II
  5: 100.0% ≥ 46.7    G6C5: not Apiaceae - Apiaceae
                      G8C3:   family III - not family III

G6<:G9 0.0% over 80.0 (REPRSL6 construct-correspondence-from MFPRSL6)
  1:          46.7    G6C1: not Asteraceae - Asteraceae
                      G9C1:   not family I - family I
  2:          46.7    G6C2: not Caryophyllaceae - Caryophyllaceae
                      G9C3:          family III - not family III
  3:          46.7    G6C3: not Ranunculaceae - Ranunculaceae
                      G9C2:     not family II - family II
  4:  80.0% ≥ 46.7    G6C4: not Brassicaceae - Brassicaceae
                      G9C3:   not family III - family III
  5: 100.0% ≥ 20.0    G6C5: not Apiaceae - Apiaceae
                      G9C1: not family I - family I

G6<:G10 0.0% over 80.0 (REPRSL6 construct-correspondence-from MCPRSL6)
  1:  20.0% ≥ 73.3    G6C3:   not Ranunculaceae - Ranunculaceae
                     G10C1: not Caryophyllaceae - Caryophyllaceae
  2:  40.0% ≥ 46.7    G6C1:  not Asteraceae - Asteraceae



                     G10C1: Caryophyllaceae - not Caryophyllaceae
  3:          40.0    G6C2: not Caryophyllaceae - Caryophyllaceae
                     G10C1: not Caryophyllaceae - Caryophyllaceae
  4:  80.0% ≥ 40.0    G6C5:        not Apiaceae - Apiaceae
                     G10C1: not Caryophyllaceae - Caryophyllaceae
  5: 100.0% ≥ 20.0    G6C4:    not Brassicaceae - Brassicaceae
                     G10C1: not Caryophyllaceae - Caryophyllaceae

G6<:G11 0.0% over 80.0 (REPRSL6 construct-correspondence-from GEPRSL6)
  1:          46.7    G6C1: not Asteraceae - Asteraceae
                     G11C5:   not family V - family V
  2:          46.7    G6C2: not Caryophyllaceae - Caryophyllaceae
                     G11C1:        not family I - family I
  3:          46.7    G6C3: not Ranunculaceae - Ranunculaceae
                     G11C3:    not family III - family III
  4:  80.0% ≥ 46.7    G6C4: not Brassicaceae - Brassicaceae
                     G11C1:         family I - not family I
  5: 100.0% ≥ 20.0    G6C5: not Apiaceae - Apiaceae
                     G11C1: not family I - family I

G6<:G12 0.0% over 80.0 (REPRSL6 construct-correspondence-from BHPRSL6)
  1:          73.3    G6C2: not Caryophyllaceae - Caryophyllaceae
                     G12C1:            Apiaceae - not Apiaceae
  2:  40.0% ≥ 73.3    G6C3:   not Ranunculaceae - Ranunculaceae
                     G12C3: not Caryophyllaceae - Caryophyllaceae
  3:          46.7    G6C1: not Asteraceae - Asteraceae
                     G12C2:     Asteraceae - not Asteraceae
  4:          46.7    G6C4: not Brassicaceae - Brassicaceae
                     G12C1:     not Apiaceae - Apiaceae
  5: 100.0% ≥ 46.7    G6C5: not Apiaceae - Apiaceae
                     G12C1: not Apiaceae - Apiaceae

G6<:G13 0.0% over 80.0 (REPRSL6 construct-correspondence-from AMPRSL6)
  1:  20.0% ≥ 73.3    G6C2: not Caryophyllaceae - Caryophyllaceae
                     G13C1:     Caryophyllaceae - not Caryophyllaceae
  2:  40.0% ≥ 66.7    G6C3: not Ranunculaceae - Ranunculaceae
                     G13C3:     Ranunculaceae - not Ranunculaceae
  3:          46.7    G6C1:      not Asteraceae - Asteraceae
                     G13C1: not Caryophyllaceae - Caryophyllaceae
  4:          46.7    G6C4: not Brassicaceae - Brassicaceae
                     G13C4: not Brassicaceae - Brassicaceae
  5: 100.0% ≥ 46.7    G6C5:     not Apiaceae - Apiaceae
                     G13C4: not Brassicaceae - Brassicaceae

G7<:G1 0.0% over 80.0 (PRPRSL6 construct-correspondence-from TGPRSL6)
  1:  20.0% ≥ 46.7    G7C2: not Brassicaceae - Brassicaceae
                      G1C4:    not Family IV - Family IV
  2:  40.0% ≥ 40.0    G7C5: not Caryophyllaceae - Caryophyllaceae
                      G1C4:       not Family IV - Family IV
  3:  60.0% ≥ 33.3    G7C4:  not Apiaceae - Apiaceae
                      G1C4: not Family IV - Family IV
  4:          20.0    G7C1: not Asteraceae - Asteraceae
                      G1C1: not Geranaceae - Geranaceae
  5: 100.0% ≥ 20.0    G7C3: not Ranunculaceae - Ranunculaceae
                      G1C1:    not Geranaceae - Geranaceae

G7<:G2 0.0% over 80.0 (PRPRSL6 construct-correspondence-from TCPRSL6)
  1:          46.7    G7C1: not Asteraceae - Asteraceae
                      G2C2:   Brassicaceae - not Brassicaceae
  2:          46.7    G7C2:    not Brassicaceae - Brassicaceae



                      G2C5: not Caryophyllaceae - Caryophyllaceae
  3:  60.0% ≥ 46.7    G7C4:    not Apiaceae - Apiaceae
                      G2C5: Caryophyllaceae - not Caryophyllaceae
  4:          40.0    G7C3: not Ranunculaceae - Ranunculaceae
                      G2C2:  not Brassicaceae - Brassicaceae
  5: 100.0% ≥ 40.0    G7C5: not Caryophyllaceae - Caryophyllaceae
                      G2C5: not Caryophyllaceae - Caryophyllaceae

G7<:G3 0.0% over 80.0 (PRPRSL6 construct-correspondence-from SGPRSL6)
  1:          46.7    G7C1: not Asteraceae - Asteraceae
                      G3C3:   Brassicaceae - not Brassicaceae
  2:          46.7    G7C2: not Brassicaceae - Brassicaceae
                      G3C3: not Brassicaceae - Brassicaceae
  3:          46.7    G7C3: not Ranunculaceae - Ranunculaceae
                      G3C2:    not Asteraceae - Asteraceae
  4:  80.0% ≥ 46.7    G7C4:   not Apiaceae - Apiaceae
                      G3C2: not Asteraceae - Asteraceae
  5: 100.0% ≥ 40.0    G7C5: not Caryophyllaceae - Caryophyllaceae
                      G3C2:      not Asteraceae - Asteraceae

G7<:G4 0.0% over 80.0 (PRPRSL6 construct-correspondence-from RMPRSL6)
  1:          46.7    G7C2:    not Brassicaceae - Brassicaceae
                      G4C5: not Caryophyllaceae - Caryophyllaceae
  2:          46.7    G7C3: not Ranunculaceae - Ranunculaceae
                      G4C2:  not Brassicaceae - Brassicaceae
  3:  60.0% ≥ 46.7    G7C4:   not Apiaceae - Apiaceae
                      G4C4: not Asteraceae - Asteraceae
  4:          40.0    G7C1:   not Asteraceae - Asteraceae
                      G4C2: not Brassicaceae - Brassicaceae
  5: 100.0% ≥ 40.0    G7C5: not Caryophyllaceae - Caryophyllaceae
                      G4C4:      not Asteraceae - Asteraceae

G7<:G5 0.0% over 80.0 (PRPRSL6 construct-correspondence-from RGPRSL6)
  1:          46.7    G7C1: not Asteraceae - Asteraceae
                      G5C1:   not family I - family I
  2:          46.7    G7C2: not Brassicaceae - Brassicaceae
                      G5C1:         family I - not family I
  3:  60.0% ≥ 46.7    G7C4: not Apiaceae - Apiaceae
                      G5C1: not family I - family I
  4:          40.0    G7C3: not Ranunculaceae - Ranunculaceae
                      G5C1:      not family I - family I
  5: 100.0% ≥ 40.0    G7C5: not Caryophyllaceae - Caryophyllaceae
                      G5C1:        not family I - family I

G7<:G6 0.0% over 80.0 (PRPRSL6 construct-correspondence-from REPRSL6)
  1:          46.7    G7C1:      not Asteraceae - Asteraceae
                      G6C2: not Caryophyllaceae - Caryophyllaceae
  2:          46.7    G7C2:  not Brassicaceae - Brassicaceae
                      G6C3: not Ranunculaceae - Ranunculaceae
  3:  60.0% ≥ 46.7    G7C4:   not Apiaceae - Apiaceae
                      G6C1: not Asteraceae - Asteraceae
  4:          40.0    G7C3:   not Ranunculaceae - Ranunculaceae
                      G6C2: not Caryophyllaceae - Caryophyllaceae
  5: 100.0% ≥ 40.0    G7C5: not Caryophyllaceae - Caryophyllaceae
                      G6C1:      not Asteraceae - Asteraceae

G7<:G8 0.0% over 80.0 (PRPRSL6 construct-correspondence-from NDPRSL6)
  1:          46.7    G7C1: not Asteraceae - Asteraceae
                      G8C3: not family III - family III
  2:          46.7    G7C2: not Brassicaceae - Brassicaceae



                      G8C4:    not family IV - family IV
  3:  60.0% ≥ 46.7    G7C4: not Apiaceae - Apiaceae
                      G8C4:    family IV - not family IV
  4:          40.0    G7C3: not Ranunculaceae - Ranunculaceae
                      G8C2:     not family II - family II
  5: 100.0% ≥ 40.0    G7C5: not Caryophyllaceae - Caryophyllaceae
                      G8C4:       not family IV - family IV

G7<:G9 0.0% over 80.0 (PRPRSL6 construct-correspondence-from MFPRSL6)
  1:          46.7    G7C1: not Asteraceae - Asteraceae
                      G9C3:     family III - not family III
  2:          46.7    G7C2: not Brassicaceae - Brassicaceae
                      G9C2:    not family II - family II
  3:          46.7    G7C3: not Ranunculaceae - Ranunculaceae
                      G9C4:     not family IV - family IV
  4:  80.0% ≥ 46.7    G7C4: not Apiaceae - Apiaceae
                      G9C1: not family I - family I
  5: 100.0% ≥ 40.0    G7C5: not Caryophyllaceae - Caryophyllaceae
                      G9C1:        not family I - family I

G7<:G10 0.0% over 80.0 (PRPRSL6 construct-correspondence-from MCPRSL6)
  1:          46.7    G7C2:    not Brassicaceae - Brassicaceae
                     G10C1: not Caryophyllaceae - Caryophyllaceae
  2:          46.7    G7C4:    not Apiaceae - Apiaceae
                     G10C1: Caryophyllaceae - not Caryophyllaceae
  3:  60.0% ≥ 46.7    G7C5: not Caryophyllaceae - Caryophyllaceae
                     G10C3:        not Apiaceae - Apiaceae
  4:          20.0    G7C1:      not Asteraceae - Asteraceae
                     G10C1: not Caryophyllaceae - Caryophyllaceae
  5: 100.0% ≥ 20.0    G7C3:   not Ranunculaceae - Ranunculaceae
                     G10C1: not Caryophyllaceae - Caryophyllaceae

G7<:G11 0.0% over 80.0 (PRPRSL6 construct-correspondence-from GEPRSL6)
  1:          46.7    G7C1: not Asteraceae - Asteraceae
                     G11C1:   not family I - family I
  2:          46.7    G7C2: not Brassicaceae - Brassicaceae
                     G11C3:   not family III - family III
  3:  60.0% ≥ 46.7    G7C4: not Apiaceae - Apiaceae
                     G11C5: not family V - family V
  4:          40.0    G7C3: not Ranunculaceae - Ranunculaceae
                     G11C1:      not family I - family I
  5: 100.0% ≥ 40.0    G7C5: not Caryophyllaceae - Caryophyllaceae
                     G11C3:      not family III - family III

G7<:G12 0.0% over 80.0 (PRPRSL6 construct-correspondence-from BHPRSL6)
  1:          46.7    G7C1: not Asteraceae - Asteraceae
                     G12C1:       Apiaceae - not Apiaceae
  2:          46.7    G7C2: not Brassicaceae - Brassicaceae
                     G12C2:   not Asteraceae - Asteraceae
  3:          46.7    G7C3: not Ranunculaceae - Ranunculaceae
                     G12C2:    not Asteraceae - Asteraceae
  4:  80.0% ≥ 46.7    G7C4: not Apiaceae - Apiaceae
                     G12C2:   Asteraceae - not Asteraceae
  5: 100.0% ≥ 40.0    G7C5: not Caryophyllaceae - Caryophyllaceae
                     G12C2:      not Asteraceae - Asteraceae

G7<:G13 0.0% over 80.0 (PRPRSL6 construct-correspondence-from AMPRSL6)
  1:          46.7    G7C1:  not Asteraceae - Asteraceae
                     G13C1: Caryophyllaceae - not Caryophyllaceae
  2:          46.7    G7C2: not Brassicaceae - Brassicaceae



                     G13C5:  not Geraniaceae - Geraniaceae
  3:          46.7    G7C3: not Ranunculaceae - Ranunculaceae
                     G13C2:    not Asteraceae - Asteraceae
  4:          46.7    G7C4:        not Apiaceae - Apiaceae
                     G13C1: not Caryophyllaceae - Caryophyllaceae
  5: 100.0% ≥ 46.7    G7C5: not Caryophyllaceae - Caryophyllaceae
                     G13C1:     Caryophyllaceae - not Caryophyllaceae

G8<:G1 0.0% over 80.0 (NDPRSL6 construct-correspondence-from TGPRSL6)
  1:  20.0% ≥ 46.7    G8C4: not family IV - family IV
                      G1C4: not Family IV - Family IV
  2:          40.0    G8C1: not family I - family I
                      G1C4:    Family IV - not Family IV
  3:  60.0% ≥ 40.0    G8C2: not family II - family II
                      G1C4:     Family IV - not Family IV
  4:  80.0% ≥ 33.3    G8C3: not family III - family III
                      G1C4:      Family IV - not Family IV
  5: 100.0% ≥ 20.0    G8C5:   not family V - family V
                      G1C1: not Geranaceae - Geranaceae

G8<:G2 0.0% over 80.0 (NDPRSL6 construct-correspondence-from TCPRSL6)
  1:          46.7    G8C2:    not family II - family II
                      G2C2: not Brassicaceae - Brassicaceae
  2:          46.7    G8C3: not family III - family III
                      G2C2:   Brassicaceae - not Brassicaceae
  3:          46.7    G8C4:       not family IV - family IV
                      G2C5: not Caryophyllaceae - Caryophyllaceae
  4:  80.0% ≥ 46.7    G8C5:     not family V - family V
                      G2C2: not Brassicaceae - Brassicaceae
  5: 100.0% ≥ 20.0    G8C1:   not family I - family I
                      G2C1: not Asteraceae - Asteraceae

G8<:G3 0.0% over 80.0 (NDPRSL6 construct-correspondence-from SGPRSL6)
  1:          46.7    G8C1: not family I - family I
                      G3C1: not Apiaceae - Apiaceae
  2:          46.7    G8C2: not family II - family II
                      G3C1:  not Apiaceae - Apiaceae
  3:          46.7    G8C3: not family III - family III
                      G3C3:   Brassicaceae - not Brassicaceae
  4:          46.7    G8C4:    not family IV - family IV
                      G3C3: not Brassicaceae - Brassicaceae
  5: 100.0% ≥ 46.7    G8C5:     not family V - family V
                      G3C3: not Brassicaceae - Brassicaceae

G8<:G4 0.0% over 80.0 (NDPRSL6 construct-correspondence-from RMPRSL6)
  1:          46.7    G8C1:      not family I - family I
                      G4C3: not Ranunculaceae - Ranunculaceae
  2:          46.7    G8C2:     not family II - family II
                      G4C3: not Ranunculaceae - Ranunculaceae
  3:  60.0% ≥ 46.7    G8C4:       not family IV - family IV
                      G4C5: not Caryophyllaceae - Caryophyllaceae
  4:          40.0    G8C3:   not family III - family III
                      G4C2: not Brassicaceae - Brassicaceae
  5: 100.0% ≥ 40.0    G8C5:     not family V - family V
                      G4C2: not Brassicaceae - Brassicaceae

G8<:G5 0.0% over 80.0 (NDPRSL6 construct-correspondence-from RGPRSL6)
  1:          46.7    G8C2: not family II - family II
                      G5C1:      family I - not family I
  2:          46.7    G8C3: not family III - family III



                      G5C1:   not family I - family I
  3:          46.7    G8C4: not family IV - family IV
                      G5C1:      family I - not family I
  4:  80.0% ≥ 46.7    G8C5: not family V - family V
                      G5C1:     family I - not family I
  5: 100.0% ≥ 20.0    G8C1: not family I - family I
                      G5C1: not family I - family I

G8<:G6 0.0% over 80.0 (NDPRSL6 construct-correspondence-from REPRSL6)
  1:  20.0% ≥ 73.3    G8C3:      not family III - family III
                      G6C2: not Caryophyllaceae - Caryophyllaceae
  2:  40.0% ≥ 66.7    G8C2:   not family II - family II
                      G6C2: Caryophyllaceae - not Caryophyllaceae
  3:          46.7    G8C1:      not family I - family I
                      G6C3: not Ranunculaceae - Ranunculaceae
  4:          46.7    G8C4:     not family IV - family IV
                      G6C3: not Ranunculaceae - Ranunculaceae
  5: 100.0% ≥ 46.7    G8C5:     not family V - family V
                      G6C4: not Brassicaceae - Brassicaceae

G8<:G7 0.0% over 80.0 (NDPRSL6 construct-correspondence-from PRPRSL6)
  1:          46.7    G8C2: not family II - family II
                      G7C1:    Asteraceae - not Asteraceae
  2:          46.7    G8C3: not family III - family III
                      G7C1: not Asteraceae - Asteraceae
  3:          46.7    G8C4:    not family IV - family IV
                      G7C2: not Brassicaceae - Brassicaceae
  4:  80.0% ≥ 46.7    G8C5: not family V - family V
                      G7C1:   Asteraceae - not Asteraceae
  5: 100.0% ≥ 20.0    G8C1:   not family I - family I
                      G7C1: not Asteraceae - Asteraceae

G8<:G9 0.0% over 80.0 (NDPRSL6 construct-correspondence-from MFPRSL6)
  1:          46.7    G8C2:  not family II - family II
                      G9C3: not family III - family III
  2:          46.7    G8C3: not family III - family III
                      G9C3:     family III - not family III
  3:          46.7    G8C4: not family IV - family IV
                      G9C2: not family II - family II
  4:  80.0% ≥ 46.7    G8C5:   not family V - family V
                      G9C3: not family III - family III
  5: 100.0% ≥ 20.0    G8C1: not family I - family I
                      G9C1: not family I - family I

G8<:G10 0.0% over 80.0 (NDPRSL6 construct-correspondence-from MCPRSL6)
  1:          46.7    G8C1:        not family I - family I
                     G10C1: not Caryophyllaceae - Caryophyllaceae
  2:          46.7    G8C2:       not family II - family II
                     G10C1: not Caryophyllaceae - Caryophyllaceae
  3:  60.0% ≥ 46.7    G8C4:       not family IV - family IV
                     G10C1: not Caryophyllaceae - Caryophyllaceae
  4:  80.0% ≥ 40.0    G8C3:      not family III - family III
                     G10C1: not Caryophyllaceae - Caryophyllaceae
  5: 100.0% ≥ 20.0    G8C5:        not family V - family V
                     G10C1: not Caryophyllaceae - Caryophyllaceae

G8<:G11 0.0% over 80.0 (NDPRSL6 construct-correspondence-from GEPRSL6)
  1:          46.7    G8C2: not family II - family II
                     G11C1:      family I - not family I



  2:          46.7    G8C3: not family III - family III
                     G11C1:   not family I - family I
  3:          46.7    G8C4:  not family IV - family IV
                     G11C3: not family III - family III
  4:  80.0% ≥ 46.7    G8C5: not family V - family V
                     G11C1:     family I - not family I
  5: 100.0% ≥ 20.0    G8C1: not family I - family I
                     G11C1: not family I - family I

G8<:G12 0.0% over 80.0 (NDPRSL6 construct-correspondence-from BHPRSL6)
  1:  20.0% ≥ 73.3    G8C3: not family III - family III
                     G12C1:       Apiaceae - not Apiaceae
  2:  40.0% ≥ 66.7    G8C2: not family II - family II
                     G12C1:  not Apiaceae - Apiaceae
  3:          46.7    G8C1:        not family I - family I
                     G12C3: not Caryophyllaceae - Caryophyllaceae
  4:          46.7    G8C4:  not family IV - family IV
                     G12C2: not Asteraceae - Asteraceae
  5: 100.0% ≥ 46.7    G8C5: not family V - family V
                     G12C1: not Apiaceae - Apiaceae

G8<:G13 0.0% over 80.0 (NDPRSL6 construct-correspondence-from AMPRSL6)
  1:  20.0% ≥ 73.3    G8C3:  not family III - family III
                     G13C1: Caryophyllaceae - not Caryophyllaceae
  2:  40.0% ≥ 66.7    G8C2:       not family II - family II
                     G13C1: not Caryophyllaceae - Caryophyllaceae
  3:          46.7    G8C1:        not family I - family I
                     G13C1: not Caryophyllaceae - Caryophyllaceae
  4:          46.7    G8C4:   not family IV - family IV
                     G13C5: not Geraniaceae - Geraniaceae
  5: 100.0% ≥ 46.7    G8C5:     not family V - family V
                     G13C4: not Brassicaceae - Brassicaceae

G9<:G1 0.0% over 80.0 (MFPRSL6 construct-correspondence-from TGPRSL6)
  1:          46.7    G9C2: not family II - family II
                      G1C4: not Family IV - Family IV
  2:  40.0% ≥ 46.7    G9C5:  not family V - family V
                      G1C4: not Family IV - Family IV
  3:          33.3    G9C1:  not family I - family I
                      G1C4: not Family IV - Family IV
  4:  80.0% ≥ 33.3    G9C4: not family IV - family IV
                      G1C4: not Family IV - Family IV
  5: 100.0% ≥ 20.0    G9C3: not family III - family III
                      G1C1: not Geranaceae - Geranaceae

G9<:G2 0.0% over 80.0 (MFPRSL6 construct-correspondence-from TCPRSL6)
  1:          46.7    G9C1:    not family I - family I
                      G2C5: Caryophyllaceae - not Caryophyllaceae
  2:          46.7    G9C2:       not family II - family II
                      G2C5: not Caryophyllaceae - Caryophyllaceae
  3:          46.7    G9C3:   not family III - family III
                      G2C2: not Brassicaceae - Brassicaceae
  4:          46.7    G9C4:   not family IV - family IV
                      G2C5: Caryophyllaceae - not Caryophyllaceae
  5: 100.0% ≥ 46.7    G9C5:        not family V - family V
                      G2C5: not Caryophyllaceae - Caryophyllaceae

G9<:G3 0.0% over 80.0 (MFPRSL6 construct-correspondence-from SGPRSL6)
  1:  20.0% ≥ 73.3    G9C4:  not family IV - family IV
                      G3C2: not Asteraceae - Asteraceae



  2:          46.7    G9C1:   not family I - family I
                      G3C2: not Asteraceae - Asteraceae
  3:          46.7    G9C2:    not family II - family II
                      G3C3: not Brassicaceae - Brassicaceae
  4:          46.7    G9C3:   not family III - family III
                      G3C3: not Brassicaceae - Brassicaceae
  5: 100.0% ≥ 46.7    G9C5:     not family V - family V
                      G3C3: not Brassicaceae - Brassicaceae

G9<:G4 0.0% over 80.0 (MFPRSL6 construct-correspondence-from RMPRSL6)
  1:          46.7    G9C1:   not family I - family I
                      G4C4: not Asteraceae - Asteraceae
  2:          46.7    G9C2:       not family II - family II
                      G4C5: not Caryophyllaceae - Caryophyllaceae
  3:          46.7    G9C4:    not family IV - family IV
                      G4C2: not Brassicaceae - Brassicaceae
  4:  80.0% ≥ 46.7    G9C5:        not family V - family V
                      G4C5: not Caryophyllaceae - Caryophyllaceae
  5: 100.0% ≥ 40.0    G9C3:   not family III - family III
                      G4C2: not Brassicaceae - Brassicaceae

G9<:G5 0.0% over 80.0 (MFPRSL6 construct-correspondence-from RGPRSL6)
  1:  20.0% ≥ 66.7    G9C4: not family IV - family IV
                      G5C1:  not family I - family I
  2:          46.7    G9C1: not family I - family I
                      G5C1: not family I - family I
  3:          46.7    G9C2: not family II - family II
                      G5C1:      family I - not family I
  4:          46.7    G9C3: not family III - family III
                      G5C1:       family I - not family I
  5: 100.0% ≥ 46.7    G9C5: not family V - family V
                      G5C1:     family I - not family I

G9<:G6 0.0% over 80.0 (MFPRSL6 construct-correspondence-from REPRSL6)
  1:          46.7    G9C1:   not family I - family I
                      G6C1: not Asteraceae - Asteraceae
  2:          46.7    G9C2:     not family II - family II
                      G6C3: not Ranunculaceae - Ranunculaceae
  3:          46.7    G9C3:   not family III - family III
                      G6C4: not Brassicaceae - Brassicaceae
  4:          46.7    G9C4:  not family IV - family IV
                      G6C1: not Asteraceae - Asteraceae
  5: 100.0% ≥ 46.7    G9C5:      not family V - family V
                      G6C3: not Ranunculaceae - Ranunculaceae

G9<:G7 0.0% over 80.0 (MFPRSL6 construct-correspondence-from PRPRSL6)
  1:          46.7    G9C1: not family I - family I
                      G7C4: not Apiaceae - Apiaceae
  2:          46.7    G9C2:    not family II - family II
                      G7C2: not Brassicaceae - Brassicaceae
  3:          46.7    G9C3: not family III - family III
                      G7C1:     Asteraceae - not Asteraceae
  4:          46.7    G9C4:     not family IV - family IV
                      G7C3: not Ranunculaceae - Ranunculaceae
  5: 100.0% ≥ 46.7    G9C5:     not family V - family V
                      G7C2: not Brassicaceae - Brassicaceae

G9<:G8 0.0% over 80.0 (MFPRSL6 construct-correspondence-from NDPRSL6)
  1:          46.7    G9C1: not family I - family I
                      G8C4:    family IV - not family IV



  2:          46.7    G9C2: not family II - family II
                      G8C4: not family IV - family IV
  3:          46.7    G9C3: not family III - family III
                      G8C2:  not family II - family II
  4:          46.7    G9C4: not family IV - family IV
                      G8C4:     family IV - not family IV
  5: 100.0% ≥ 46.7    G9C5:  not family V - family V
                      G8C4: not family IV - family IV

G9<:G10 0.0% over 80.0 (MFPRSL6 construct-correspondence-from MCPRSL6)
  1:          46.7    G9C1:    not family I - family I
                     G10C1: Caryophyllaceae - not Caryophyllaceae
  2:          46.7    G9C2:       not family II - family II
                     G10C1: not Caryophyllaceae - Caryophyllaceae
  3:          46.7    G9C4:   not family IV - family IV
                     G10C1: Caryophyllaceae - not Caryophyllaceae
  4:  80.0% ≥ 46.7    G9C5:        not family V - family V
                     G10C1: not Caryophyllaceae - Caryophyllaceae
  5: 100.0% ≥ 20.0    G9C3:      not family III - family III
                     G10C1: not Caryophyllaceae - Caryophyllaceae

G9<:G11 0.0% over 80.0 (MFPRSL6 construct-correspondence-from GEPRSL6)
  1:  20.0% ≥ 66.7    G9C4: not family IV - family IV
                     G11C5:  not family V - family V
  2:          46.7    G9C1: not family I - family I
                     G11C5: not family V - family V
  3:          46.7    G9C2:  not family II - family II
                     G11C3: not family III - family III
  4:          46.7    G9C3: not family III - family III
                     G11C1:       family I - not family I
  5: 100.0% ≥ 46.7    G9C5:   not family V - family V
                     G11C3: not family III - family III

G9<:G12 0.0% over 80.0 (MFPRSL6 construct-correspondence-from BHPRSL6)
  1:  20.0% ≥ 73.3    G9C4: not family IV - family IV
                     G12C2:    Asteraceae - not Asteraceae
  2:          46.7    G9C1: not family I - family I
                     G12C2:   Asteraceae - not Asteraceae
  3:          46.7    G9C2:  not family II - family II
                     G12C2: not Asteraceae - Asteraceae
  4:          46.7    G9C3: not family III - family III
                     G12C1:   not Apiaceae - Apiaceae
  5: 100.0% ≥ 46.7    G9C5:   not family V - family V
                     G12C2: not Asteraceae - Asteraceae

G9<:G13 0.0% over 80.0 (MFPRSL6 construct-correspondence-from AMPRSL6)
  1:  20.0% ≥ 73.3    G9C4:  not family IV - family IV
                     G13C2: not Asteraceae - Asteraceae
  2:          46.7    G9C1:        not family I - family I
                     G13C1: not Caryophyllaceae - Caryophyllaceae
  3:          46.7    G9C2:   not family II - family II
                     G13C5: not Geraniaceae - Geraniaceae
  4:          46.7    G9C3:   not family III - family III
                     G13C4: not Brassicaceae - Brassicaceae
  5: 100.0% ≥ 46.7    G9C5:    not family V - family V
                     G13C5: not Geraniaceae - Geraniaceae

G10<:G1 0.0% over 80.0 (MCPRSL6 construct-correspondence-from TGPRSL6)
  1:          46.7   G10C1: not Caryophyllaceae - Caryophyllaceae
                      G1C4:       not Family IV - Family IV



  2:          46.7   G10C2: not Asteraceae - Asteraceae
                      G1C4:  not Family IV - Family IV
  3:          46.7   G10C4: not Brassicaceae - Brassicaceae
                      G1C4:    not Family IV - Family IV
  4:  80.0% ≥ 46.7   G10C5: not Ranunculaceae - Ranunculaceae
                      G1C4:     not Family IV - Family IV
  5: 100.0% ≥ 40.0   G10C3:  not Apiaceae - Apiaceae
                      G1C4: not Family IV - Family IV

G10<:G2 0.0% over 80.0 (MCPRSL6 construct-correspondence-from TCPRSL6)
  1:          46.7   G10C1: not Caryophyllaceae - Caryophyllaceae
                      G2C5: not Caryophyllaceae - Caryophyllaceae
  2:          46.7   G10C2:      not Asteraceae - Asteraceae
                      G2C5: not Caryophyllaceae - Caryophyllaceae
  3:          46.7   G10C4:    not Brassicaceae - Brassicaceae
                      G2C5: not Caryophyllaceae - Caryophyllaceae
  4:  80.0% ≥ 46.7   G10C5:   not Ranunculaceae - Ranunculaceae
                      G2C5: not Caryophyllaceae - Caryophyllaceae
  5: 100.0% ≥ 40.0   G10C3:        not Apiaceae - Apiaceae
                      G2C5: not Caryophyllaceae - Caryophyllaceae

G10<:G3 0.0% over 80.0 (MCPRSL6 construct-correspondence-from SGPRSL6)
  1:          73.3   G10C1: not Caryophyllaceae - Caryophyllaceae
                      G3C5: not Caryophyllaceae - Caryophyllaceae
  2:  40.0% ≥ 73.3   G10C2:      not Asteraceae - Asteraceae
                      G3C5: not Caryophyllaceae - Caryophyllaceae
  3:          46.7   G10C4: not Brassicaceae - Brassicaceae
                      G3C3: not Brassicaceae - Brassicaceae
  4:  80.0% ≥ 46.7   G10C5: not Ranunculaceae - Ranunculaceae
                      G3C3:  not Brassicaceae - Brassicaceae
  5: 100.0% ≥ 40.0   G10C3:   not Apiaceae - Apiaceae
                      G3C2: not Asteraceae - Asteraceae

G10<:G4 0.0% over 80.0 (MCPRSL6 construct-correspondence-from RMPRSL6)
  1:          46.7   G10C1: not Caryophyllaceae - Caryophyllaceae
                      G4C3:   not Ranunculaceae - Ranunculaceae
  2:          46.7   G10C2:    not Asteraceae - Asteraceae
                      G4C3: not Ranunculaceae - Ranunculaceae
  3:          46.7   G10C4:    not Brassicaceae - Brassicaceae
                      G4C5: not Caryophyllaceae - Caryophyllaceae
  4:  80.0% ≥ 46.7   G10C5:   not Ranunculaceae - Ranunculaceae
                      G4C5: not Caryophyllaceae - Caryophyllaceae
  5: 100.0% ≥ 40.0   G10C3:   not Apiaceae - Apiaceae
                      G4C4: not Asteraceae - Asteraceae

G10<:G5 0.0% over 80.0 (MCPRSL6 construct-correspondence-from RGPRSL6)
  1:          46.7   G10C1: not Caryophyllaceae - Caryophyllaceae
                      G5C1:            family I - not family I
  2:          46.7   G10C2: not Asteraceae - Asteraceae
                      G5C1:       family I - not family I
  3:          46.7   G10C4: not Brassicaceae - Brassicaceae
                      G5C1:         family I - not family I
  4:  80.0% ≥ 46.7   G10C5: not Ranunculaceae - Ranunculaceae
                      G5C1:          family I - not family I
  5: 100.0% ≥ 40.0   G10C3: not Apiaceae - Apiaceae
                      G5C1: not family I - family I

G10<:G6 0.0% over 80.0 (MCPRSL6 construct-correspondence-from REPRSL6)
  1:          73.3   G10C1: not Caryophyllaceae - Caryophyllaceae
                      G6C3:   not Ranunculaceae - Ranunculaceae



  2:  40.0% ≥ 73.3   G10C2:    not Asteraceae - Asteraceae
                      G6C3: not Ranunculaceae - Ranunculaceae
  3:          46.7   G10C4:  not Brassicaceae - Brassicaceae
                      G6C3: not Ranunculaceae - Ranunculaceae
  4:  80.0% ≥ 46.7   G10C5: not Ranunculaceae - Ranunculaceae
                      G6C3: not Ranunculaceae - Ranunculaceae
  5: 100.0% ≥ 40.0   G10C3:   not Apiaceae - Apiaceae
                      G6C1: not Asteraceae - Asteraceae

G10<:G7 0.0% over 80.0 (MCPRSL6 construct-correspondence-from PRPRSL6)
  1:          46.7   G10C1: not Caryophyllaceae - Caryophyllaceae
                      G7C2:    not Brassicaceae - Brassicaceae
  2:          46.7   G10C2:   not Asteraceae - Asteraceae
                      G7C2: not Brassicaceae - Brassicaceae
  3:          46.7   G10C3:        not Apiaceae - Apiaceae
                      G7C5: not Caryophyllaceae - Caryophyllaceae
  4:          46.7   G10C4: not Brassicaceae - Brassicaceae
                      G7C2: not Brassicaceae - Brassicaceae
  5: 100.0% ≥ 46.7   G10C5: not Ranunculaceae - Ranunculaceae
                      G7C2:  not Brassicaceae - Brassicaceae

G10<:G8 0.0% over 80.0 (MCPRSL6 construct-correspondence-from NDPRSL6)
  1:          46.7   G10C1: not Caryophyllaceae - Caryophyllaceae
                      G8C1:        not family I - family I
  2:          46.7   G10C2: not Asteraceae - Asteraceae
                      G8C1:   not family I - family I
  3:          46.7   G10C4: not Brassicaceae - Brassicaceae
                      G8C4:    not family IV - family IV
  4:  80.0% ≥ 46.7   G10C5: not Ranunculaceae - Ranunculaceae
                      G8C4:     not family IV - family IV
  5: 100.0% ≥ 40.0   G10C3:  not Apiaceae - Apiaceae
                      G8C4: not family IV - family IV

G10<:G9 0.0% over 80.0 (MCPRSL6 construct-correspondence-from MFPRSL6)
  1:          46.7   G10C1: not Caryophyllaceae - Caryophyllaceae
                      G9C2:       not family II - family II
  2:          46.7   G10C2: not Asteraceae - Asteraceae
                      G9C2:  not family II - family II
  3:          46.7   G10C4: not Brassicaceae - Brassicaceae
                      G9C2:    not family II - family II
  4:  80.0% ≥ 46.7   G10C5: not Ranunculaceae - Ranunculaceae
                      G9C2:     not family II - family II
  5: 100.0% ≥ 40.0   G10C3: not Apiaceae - Apiaceae
                      G9C1: not family I - family I

G10<:G11 0.0% over 80.0 (MCPRSL6 construct-correspondence-from GEPRSL6)
  1:          46.7   G10C1: not Caryophyllaceae - Caryophyllaceae
                     G11C3:      not family III - family III
  2:          46.7   G10C2: not Asteraceae - Asteraceae
                     G11C3: not family III - family III
  3:          46.7   G10C4: not Brassicaceae - Brassicaceae
                     G11C3:   not family III - family III
  4:  80.0% ≥ 46.7   G10C5: not Ranunculaceae - Ranunculaceae
                     G11C3:    not family III - family III
  5: 100.0% ≥ 40.0   G10C3:   not Apiaceae - Apiaceae
                     G11C3: not family III - family III

G10<:G12 0.0% over 80.0 (MCPRSL6 construct-correspondence-from BHPRSL6)
  1:          73.3   G10C1: not Caryophyllaceae - Caryophyllaceae
                     G12C3: not Caryophyllaceae - Caryophyllaceae



  2:  40.0% ≥ 73.3   G10C2:      not Asteraceae - Asteraceae
                     G12C3: not Caryophyllaceae - Caryophyllaceae
  3:          46.7   G10C4: not Brassicaceae - Brassicaceae
                     G12C2:   not Asteraceae - Asteraceae
  4:  80.0% ≥ 46.7   G10C5: not Ranunculaceae - Ranunculaceae
                     G12C2:    not Asteraceae - Asteraceae
  5: 100.0% ≥ 40.0   G10C3:   not Apiaceae - Apiaceae
                     G12C2: not Asteraceae - Asteraceae

G10<:G13 0.0% over 80.0 (MCPRSL6 construct-correspondence-from AMPRSL6)
  1:          66.7   G10C1: not Caryophyllaceae - Caryophyllaceae
                     G13C3:       Ranunculaceae - not Ranunculaceae
  2:  40.0% ≥ 66.7   G10C2: not Asteraceae - Asteraceae
                     G13C3:  Ranunculaceae - not Ranunculaceae
  3:          46.7   G10C3:    not Apiaceae - Apiaceae
                     G13C1: Caryophyllaceae - not Caryophyllaceae
  4:          46.7   G10C4: not Brassicaceae - Brassicaceae
                     G13C5:  not Geraniaceae - Geraniaceae
  5: 100.0% ≥ 46.7   G10C5: not Ranunculaceae - Ranunculaceae
                     G13C5:   not Geraniaceae - Geraniaceae

G11<:G1 0.0% over 80.0 (GEPRSL6 construct-correspondence-from TGPRSL6)
  1:  20.0% ≥ 46.7   G11C3: not family III - family III
                      G1C4:  not Family IV - Family IV
  2:  40.0% ≥ 33.3   G11C5:  not family V - family V
                      G1C4: not Family IV - Family IV
  3:          20.0   G11C1:   not family I - family I
                      G1C1: not Geranaceae - Geranaceae
  4:          20.0   G11C2:  not family II - family II
                      G1C1: not Geranaceae - Geranaceae
  5: 100.0% ≥ 20.0   G11C4:  not family IV - family IV
                      G1C1: not Geranaceae - Geranaceae

G11<:G2 0.0% over 80.0 (GEPRSL6 construct-correspondence-from TCPRSL6)
  1:          46.7   G11C1: not family I - family I
                      G2C2: Brassicaceae - not Brassicaceae
  2:          46.7   G11C2: not family II - family II
                      G2C2:  Brassicaceae - not Brassicaceae
  3:          46.7   G11C3:      not family III - family III
                      G2C5: not Caryophyllaceae - Caryophyllaceae
  4:  80.0% ≥ 46.7   G11C5: not family V - family V
                      G2C2: Brassicaceae - not Brassicaceae
  5: 100.0% ≥ 20.0   G11C4:  not family IV - family IV
                      G2C1: not Asteraceae - Asteraceae

G11<:G3 0.0% over 80.0 (GEPRSL6 construct-correspondence-from SGPRSL6)
  1:  20.0% ≥ 73.3   G11C5: not family V - family V
                      G3C3: Brassicaceae - not Brassicaceae
  2:          46.7   G11C1: not family I - family I
                      G3C3: Brassicaceae - not Brassicaceae
  3:          46.7   G11C2: not family II - family II
                      G3C3:  Brassicaceae - not Brassicaceae
  4:  80.0% ≥ 46.7   G11C3:   not family III - family III
                      G3C3: not Brassicaceae - Brassicaceae
  5: 100.0% ≥ 20.0   G11C4: not family IV - family IV
                      G3C1:  not Apiaceae - Apiaceae

G11<:G4 0.0% over 80.0 (GEPRSL6 construct-correspondence-from RMPRSL6)
  1:          46.7   G11C3:      not family III - family III
                      G4C5: not Caryophyllaceae - Caryophyllaceae



  2:  40.0% ≥ 46.7   G11C5:   not family V - family V
                      G4C4: not Asteraceae - Asteraceae
  3:          40.0   G11C1:     not family I - family I
                      G4C2: not Brassicaceae - Brassicaceae
  4:  80.0% ≥ 40.0   G11C2:    not family II - family II
                      G4C2: not Brassicaceae - Brassicaceae
  5: 100.0% ≥ 20.0   G11C4: not family IV - family IV
                      G4C1:  not Apiaceae - Apiaceae

G11<:G5 0.0% over 80.0 (GEPRSL6 construct-correspondence-from RGPRSL6)
  1:  20.0% ≥ 73.3   G11C5: not family V - family V
                      G5C1: not family I - family I
  2:          46.7   G11C1: not family I - family I
                      G5C1: not family I - family I
  3:          46.7   G11C2: not family II - family II
                      G5C1:  not family I - family I
  4:  80.0% ≥ 46.7   G11C3: not family III - family III
                      G5C1:       family I - not family I
  5: 100.0% ≥ 20.0   G11C4: not family IV - family IV
                      G5C1:  not family I - family I

G11<:G6 0.0% over 80.0 (GEPRSL6 construct-correspondence-from REPRSL6)
  1:          46.7   G11C1:        not family I - family I
                      G6C2: not Caryophyllaceae - Caryophyllaceae
  2:          46.7   G11C2:       not family II - family II
                      G6C2: not Caryophyllaceae - Caryophyllaceae
  3:          46.7   G11C3:    not family III - family III
                      G6C3: not Ranunculaceae - Ranunculaceae
  4:  80.0% ≥ 46.7   G11C5:   not family V - family V
                      G6C1: not Asteraceae - Asteraceae
  5: 100.0% ≥ 20.0   G11C4:  not family IV - family IV
                      G6C1: not Asteraceae - Asteraceae

G11<:G7 0.0% over 80.0 (GEPRSL6 construct-correspondence-from PRPRSL6)
  1:          46.7   G11C1:   not family I - family I
                      G7C1: not Asteraceae - Asteraceae
  2:          46.7   G11C2:  not family II - family II
                      G7C1: not Asteraceae - Asteraceae
  3:          46.7   G11C3:   not family III - family III
                      G7C2: not Brassicaceae - Brassicaceae
  4:  80.0% ≥ 46.7   G11C5:   not family V - family V
                      G7C1: not Asteraceae - Asteraceae
  5: 100.0% ≥ 20.0   G11C4:  not family IV - family IV
                      G7C1: not Asteraceae - Asteraceae

G11<:G8 0.0% over 80.0 (GEPRSL6 construct-correspondence-from NDPRSL6)
  1:          46.7   G11C1:   not family I - family I
                      G8C3: not family III - family III
  2:          46.7   G11C2:  not family II - family II
                      G8C3: not family III - family III
  3:          46.7   G11C3: not family III - family III
                      G8C4:  not family IV - family IV
  4:  80.0% ≥ 46.7   G11C5:   not family V - family V
                      G8C3: not family III - family III
  5: 100.0% ≥ 20.0   G11C4: not family IV - family IV
                      G8C1:  not family I - family I

G11<:G9 0.0% over 80.0 (GEPRSL6 construct-correspondence-from MFPRSL6)
  1:  20.0% ≥ 66.7   G11C5:  not family V - family V
                      G9C4: not family IV - family IV



  2:          46.7   G11C1: not family I - family I
                      G9C3:   family III - not family III
  3:          46.7   G11C2: not family II - family II
                      G9C3:    family III - not family III
  4:  80.0% ≥ 46.7   G11C3: not family III - family III
                      G9C2:  not family II - family II
  5: 100.0% ≥ 20.0   G11C4: not family IV - family IV
                      G9C1:  not family I - family I

G11<:G10 0.0% over 80.0 (GEPRSL6 construct-correspondence-from MCPRSL6)
  1:          46.7   G11C3:      not family III - family III
                     G10C1: not Caryophyllaceae - Caryophyllaceae
  2:  40.0% ≥ 46.7   G11C5:    not family V - family V
                     G10C1: Caryophyllaceae - not Caryophyllaceae
  3:          20.0   G11C1:        not family I - family I
                     G10C1: not Caryophyllaceae - Caryophyllaceae
  4:          20.0   G11C2:       not family II - family II
                     G10C1: not Caryophyllaceae - Caryophyllaceae
  5: 100.0% ≥ 20.0   G11C4:       not family IV - family IV
                     G10C1: not Caryophyllaceae - Caryophyllaceae

G11<:G12 0.0% over 80.0 (GEPRSL6 construct-correspondence-from BHPRSL6)
  1:  20.0% ≥ 66.7   G11C5: not family V - family V
                     G12C2:   Asteraceae - not Asteraceae
  2:          46.7   G11C1: not family I - family I
                     G12C1:     Apiaceae - not Apiaceae
  3:          46.7   G11C2: not family II - family II
                     G12C1:      Apiaceae - not Apiaceae
  4:  80.0% ≥ 46.7   G11C3: not family III - family III
                     G12C2: not Asteraceae - Asteraceae
  5: 100.0% ≥ 20.0   G11C4: not family IV - family IV
                     G12C1:  not Apiaceae - Apiaceae

G11<:G13 0.0% over 80.0 (GEPRSL6 construct-correspondence-from AMPRSL6)
  1:  20.0% ≥ 66.7   G11C5:   not family V - family V
                     G13C2: not Asteraceae - Asteraceae
  2:          46.7   G11C1:    not family I - family I
                     G13C1: Caryophyllaceae - not Caryophyllaceae
  3:          46.7   G11C2:   not family II - family II
                     G13C1: Caryophyllaceae - not Caryophyllaceae
  4:  80.0% ≥ 46.7   G11C3:  not family III - family III
                     G13C5: not Geraniaceae - Geraniaceae
  5: 100.0% ≥ 20.0   G11C4:       not family IV - family IV
                     G13C1: not Caryophyllaceae - Caryophyllaceae

G12<:G1 0.0% over 80.0 (BHPRSL6 construct-correspondence-from TGPRSL6)
  1:          46.7   G12C1: not Apiaceae - Apiaceae
                      G1C4:    Family IV - not Family IV
  2:          46.7   G12C2: not Asteraceae - Asteraceae
                      G1C4:  not Family IV - Family IV
  3:          46.7   G12C3: not Caryophyllaceae - Caryophyllaceae
                      G1C4:       not Family IV - Family IV
  4:          46.7   G12C4: not Ranunculaceae - Ranunculaceae
                      G1C4:     not Family IV - Family IV
  5: 100.0% ≥ 46.7   G12C5: not Brassicaceae - Brassicaceae
                      G1C4:    not Family IV - Family IV

G12<:G2 0.0% over 80.0 (BHPRSL6 construct-correspondence-from TCPRSL6)
  1:          46.7   G12C1:     not Apiaceae - Apiaceae
                      G2C2: not Brassicaceae - Brassicaceae



  2:          46.7   G12C2:      not Asteraceae - Asteraceae
                      G2C5: not Caryophyllaceae - Caryophyllaceae
  3:          46.7   G12C3: not Caryophyllaceae - Caryophyllaceae
                      G2C5: not Caryophyllaceae - Caryophyllaceae
  4:          46.7   G12C4:   not Ranunculaceae - Ranunculaceae
                      G2C5: not Caryophyllaceae - Caryophyllaceae
  5: 100.0% ≥ 46.7   G12C5:    not Brassicaceae - Brassicaceae
                      G2C5: not Caryophyllaceae - Caryophyllaceae

G12<:G3 0.0% over 80.0 (BHPRSL6 construct-correspondence-from SGPRSL6)
  1:          73.3   G12C2: not Asteraceae - Asteraceae
                      G3C2:     Asteraceae - not Asteraceae
  2:          73.3   G12C3: not Caryophyllaceae - Caryophyllaceae
                      G3C5: not Caryophyllaceae - Caryophyllaceae
  3:  60.0% ≥ 73.3   G12C5:    not Brassicaceae - Brassicaceae
                      G3C5: not Caryophyllaceae - Caryophyllaceae
  4:          46.7   G12C1:     not Apiaceae - Apiaceae
                      G3C3: not Brassicaceae - Brassicaceae
  5: 100.0% ≥ 46.7   G12C4: not Ranunculaceae - Ranunculaceae
                      G3C3:  not Brassicaceae - Brassicaceae

G12<:G4 0.0% over 80.0 (BHPRSL6 construct-correspondence-from RMPRSL6)
  1:          46.7   G12C2:   not Asteraceae - Asteraceae
                      G4C2: not Brassicaceae - Brassicaceae
  2:          46.7   G12C3: not Caryophyllaceae - Caryophyllaceae
                      G4C3:   not Ranunculaceae - Ranunculaceae
  3:          46.7   G12C4:   not Ranunculaceae - Ranunculaceae
                      G4C5: not Caryophyllaceae - Caryophyllaceae
  4:  80.0% ≥ 46.7   G12C5:  not Brassicaceae - Brassicaceae
                      G4C3: not Ranunculaceae - Ranunculaceae
  5: 100.0% ≥ 40.0   G12C1:     not Apiaceae - Apiaceae
                      G4C2: not Brassicaceae - Brassicaceae

G12<:G5 0.0% over 80.0 (BHPRSL6 construct-correspondence-from RGPRSL6)
  1:  20.0% ≥ 66.7   G12C2: not Asteraceae - Asteraceae
                      G5C1:       family I - not family I
  2:          46.7   G12C1: not Apiaceae - Apiaceae
                      G5C1:     family I - not family I
  3:          46.7   G12C3: not Caryophyllaceae - Caryophyllaceae
                      G5C1:            family I - not family I
  4:          46.7   G12C4: not Ranunculaceae - Ranunculaceae
                      G5C1:          family I - not family I
  5: 100.0% ≥ 46.7   G12C5: not Brassicaceae - Brassicaceae
                      G5C1:         family I - not family I

G12<:G6 0.0% over 80.0 (BHPRSL6 construct-correspondence-from REPRSL6)
  1:          73.3   G12C1:    not Apiaceae - Apiaceae
                      G6C2: Caryophyllaceae - not Caryophyllaceae
  2:          73.3   G12C3: not Caryophyllaceae - Caryophyllaceae
                      G6C3:   not Ranunculaceae - Ranunculaceae
  3:  60.0% ≥ 73.3   G12C5:  not Brassicaceae - Brassicaceae
                      G6C3: not Ranunculaceae - Ranunculaceae
  4:          46.7   G12C2:    not Asteraceae - Asteraceae
                      G6C3: not Ranunculaceae - Ranunculaceae
  5: 100.0% ≥ 46.7   G12C4: not Ranunculaceae - Ranunculaceae
                      G6C3: not Ranunculaceae - Ranunculaceae

G12<:G7 0.0% over 80.0 (BHPRSL6 construct-correspondence-from PRPRSL6)
  1:          46.7   G12C1: not Apiaceae - Apiaceae



                      G7C1:   Asteraceae - not Asteraceae
  2:          46.7   G12C2:   not Asteraceae - Asteraceae
                      G7C2: not Brassicaceae - Brassicaceae
  3:          46.7   G12C3: not Caryophyllaceae - Caryophyllaceae
                      G7C2:    not Brassicaceae - Brassicaceae
  4:          46.7   G12C4: not Ranunculaceae - Ranunculaceae
                      G7C2:  not Brassicaceae - Brassicaceae
  5: 100.0% ≥ 46.7   G12C5: not Brassicaceae - Brassicaceae
                      G7C2: not Brassicaceae - Brassicaceae

G12<:G8 0.0% over 80.0 (BHPRSL6 construct-correspondence-from NDPRSL6)
  1:  20.0% ≥ 73.3   G12C1: not Apiaceae - Apiaceae
                      G8C3:   family III - not family III
  2:          46.7   G12C2: not Asteraceae - Asteraceae
                      G8C4:  not family IV - family IV
  3:          46.7   G12C3: not Caryophyllaceae - Caryophyllaceae
                      G8C1:        not family I - family I
  4:          46.7   G12C4: not Ranunculaceae - Ranunculaceae
                      G8C4:     not family IV - family IV
  5: 100.0% ≥ 46.7   G12C5: not Brassicaceae - Brassicaceae
                      G8C1:     not family I - family I

G12<:G9 0.0% over 80.0 (BHPRSL6 construct-correspondence-from MFPRSL6)
  1:  20.0% ≥ 73.3   G12C2: not Asteraceae - Asteraceae
                      G9C4:      family IV - not family IV
  2:          46.7   G12C1:   not Apiaceae - Apiaceae
                      G9C3: not family III - family III
  3:          46.7   G12C3: not Caryophyllaceae - Caryophyllaceae
                      G9C2:       not family II - family II
  4:          46.7   G12C4: not Ranunculaceae - Ranunculaceae
                      G9C2:     not family II - family II
  5: 100.0% ≥ 46.7   G12C5: not Brassicaceae - Brassicaceae
                      G9C2:    not family II - family II

G12<:G10 0.0% over 80.0 (BHPRSL6 construct-correspondence-from MCPRSL6)
  1:          73.3   G12C3: not Caryophyllaceae - Caryophyllaceae
                     G10C1: not Caryophyllaceae - Caryophyllaceae
  2:  40.0% ≥ 73.3   G12C5:    not Brassicaceae - Brassicaceae
                     G10C1: not Caryophyllaceae - Caryophyllaceae
  3:          46.7   G12C2:      not Asteraceae - Asteraceae
                     G10C1: not Caryophyllaceae - Caryophyllaceae
  4:  80.0% ≥ 46.7   G12C4:   not Ranunculaceae - Ranunculaceae
                     G10C1: not Caryophyllaceae - Caryophyllaceae
  5: 100.0% ≥ 40.0   G12C1:        not Apiaceae - Apiaceae
                     G10C1: not Caryophyllaceae - Caryophyllaceae

G12<:G11 0.0% over 80.0 (BHPRSL6 construct-correspondence-from GEPRSL6)
  1:  20.0% ≥ 66.7   G12C2: not Asteraceae - Asteraceae
                     G11C5:       family V - not family V
  2:          46.7   G12C1: not Apiaceae - Apiaceae
                     G11C1:     family I - not family I
  3:          46.7   G12C3: not Caryophyllaceae - Caryophyllaceae
                     G11C3:      not family III - family III
  4:          46.7   G12C4: not Ranunculaceae - Ranunculaceae
                     G11C3:    not family III - family III
  5: 100.0% ≥ 46.7   G12C5: not Brassicaceae - Brassicaceae
                     G11C3:   not family III - family III

G12<:G13 0.0% over 80.0 (BHPRSL6 construct-correspondence-from AMPRSL6)
  1:          73.3   G12C1:     not Apiaceae - Apiaceae



                     G13C4: not Brassicaceae - Brassicaceae
  2:  40.0% ≥ 73.3   G12C2:  not Asteraceae - Asteraceae
                     G13C5: not Geraniaceae - Geraniaceae
  3:          66.7   G12C3: not Caryophyllaceae - Caryophyllaceae
                     G13C3:       Ranunculaceae - not Ranunculaceae
  4:  80.0% ≥ 66.7   G12C5: not Brassicaceae - Brassicaceae
                     G13C3:    Ranunculaceae - not Ranunculaceae
  5: 100.0% ≥ 46.7   G12C4: not Ranunculaceae - Ranunculaceae
                     G13C5:   not Geraniaceae - Geraniaceae

G13<:G1 0.0% over 80.0 (AMPRSL6 construct-correspondence-from TGPRSL6)
  1:          60.0   G13C4: not Brassicaceae - Brassicaceae
                      G1C4:        Family IV - not Family IV
  2:  40.0% ≥ 60.0   G13C5: not Geraniaceae - Geraniaceae
                      G1C4:   not Family IV - Family IV
  3:          46.7   G13C1: not Caryophyllaceae - Caryophyllaceae
                      G1C4:           Family IV - not Family IV
  4:  80.0% ≥ 46.7   G13C2: not Asteraceae - Asteraceae
                      G1C4:  not Family IV - Family IV
  5: 100.0% ≥ 40.0   G13C3: not Ranunculaceae - Ranunculaceae
                      G1C4:     not Family IV - Family IV

G13<:G2 0.0% over 80.0 (AMPRSL6 construct-correspondence-from TCPRSL6)
  1:          46.7   G13C1: not Caryophyllaceae - Caryophyllaceae
                      G2C5:     Caryophyllaceae - not Caryophyllaceae
  2:          46.7   G13C2:  not Asteraceae - Asteraceae
                      G2C5: Caryophyllaceae - not Caryophyllaceae
  3:          46.7   G13C4: not Brassicaceae - Brassicaceae
                      G2C2: not Brassicaceae - Brassicaceae
  4:  80.0% ≥ 46.7   G13C5:     not Geraniaceae - Geraniaceae
                      G2C5: not Caryophyllaceae - Caryophyllaceae
  5: 100.0% ≥ 40.0   G13C3: not Ranunculaceae - Ranunculaceae
                      G2C2:  not Brassicaceae - Brassicaceae

G13<:G3 0.0% over 80.0 (AMPRSL6 construct-correspondence-from SGPRSL6)
  1:          73.3   G13C1: not Caryophyllaceae - Caryophyllaceae
                      G3C5:     Caryophyllaceae - not Caryophyllaceae
  2:          73.3   G13C2: not Asteraceae - Asteraceae
                      G3C2: not Asteraceae - Asteraceae
  3:  60.0% ≥ 73.3   G13C5: not Geraniaceae - Geraniaceae
                      G3C2:      Asteraceae - not Asteraceae
  4:  80.0% ≥ 60.0   G13C4: not Brassicaceae - Brassicaceae
                      G3C2:   not Asteraceae - Asteraceae
  5: 100.0% ≥ 53.3   G13C3: not Ranunculaceae - Ranunculaceae
                      G3C2:    not Asteraceae - Asteraceae

G13<:G4 0.0% over 80.0 (AMPRSL6 construct-correspondence-from RMPRSL6)
  1:          46.7   G13C1: not Caryophyllaceae - Caryophyllaceae
                      G4C3:   not Ranunculaceae - Ranunculaceae
  2:          46.7   G13C2:   not Asteraceae - Asteraceae
                      G4C2: not Brassicaceae - Brassicaceae
  3:  60.0% ≥ 46.7   G13C5:  not Geraniaceae - Geraniaceae
                      G4C2: not Brassicaceae - Brassicaceae
  4:          40.0   G13C3: not Ranunculaceae - Ranunculaceae
                      G4C4:    not Asteraceae - Asteraceae
  5: 100.0% ≥ 40.0   G13C4: not Brassicaceae - Brassicaceae
                      G4C2: not Brassicaceae - Brassicaceae

G13<:G5 0.0% over 80.0 (AMPRSL6 construct-correspondence-from RGPRSL6)
  1:          66.7   G13C2: not Asteraceae - Asteraceae



                      G5C1:   not family I - family I
  2:  40.0% ≥ 66.7   G13C5: not Geraniaceae - Geraniaceae
                      G5C1:        family I - not family I
  3:          53.3   G13C1: not Caryophyllaceae - Caryophyllaceae
                      G5C1:        not family I - family I
  4:  80.0% ≥ 53.3   G13C4: not Brassicaceae - Brassicaceae
                      G5C1:     not family I - family I
  5: 100.0% ≥ 46.7   G13C3: not Ranunculaceae - Ranunculaceae
                      G5C1:      not family I - family I

G13<:G6 0.0% over 80.0 (AMPRSL6 construct-correspondence-from REPRSL6)
  1:          73.3   G13C1: not Caryophyllaceae - Caryophyllaceae
                      G6C3:       Ranunculaceae - not Ranunculaceae
  2:  40.0% ≥ 73.3   G13C4: not Brassicaceae - Brassicaceae
                      G6C2:  Caryophyllaceae - not Caryophyllaceae
  3:          60.0   G13C2:      not Asteraceae - Asteraceae
                      G6C2: not Caryophyllaceae - Caryophyllaceae
  4:  80.0% ≥ 60.0   G13C5:     not Geraniaceae - Geraniaceae
                      G6C2: not Caryophyllaceae - Caryophyllaceae
  5: 100.0% ≥ 53.3   G13C3: not Ranunculaceae - Ranunculaceae
                      G6C3:     Ranunculaceae - not Ranunculaceae

G13<:G7 0.0% over 80.0 (AMPRSL6 construct-correspondence-from PRPRSL6)
  1:          46.7   G13C1: not Caryophyllaceae - Caryophyllaceae
                      G7C4:        not Apiaceae - Apiaceae
  2:          46.7   G13C2:    not Asteraceae - Asteraceae
                      G7C3: not Ranunculaceae - Ranunculaceae
  3:          46.7   G13C4: not Brassicaceae - Brassicaceae
                      G7C1:       Asteraceae - not Asteraceae
  4:  80.0% ≥ 46.7   G13C5:  not Geraniaceae - Geraniaceae
                      G7C2: not Brassicaceae - Brassicaceae
  5: 100.0% ≥ 40.0   G13C3: not Ranunculaceae - Ranunculaceae
                      G7C4:      not Apiaceae - Apiaceae

G13<:G8 0.0% over 80.0 (AMPRSL6 construct-correspondence-from NDPRSL6)
  1:  20.0% ≥ 73.3   G13C4: not Brassicaceae - Brassicaceae
                      G8C3:       family III - not family III
  2:  40.0% ≥ 66.7   G13C1: not Caryophyllaceae - Caryophyllaceae
                      G8C2:       not family II - family II
  3:          60.0   G13C2: not Asteraceae - Asteraceae
                      G8C3: not family III - family III
  4:  80.0% ≥ 60.0   G13C5: not Geraniaceae - Geraniaceae
                      G8C3:  not family III - family III
  5: 100.0% ≥ 53.3   G13C3: not Ranunculaceae - Ranunculaceae
                      G8C2:     not family II - family II

G13<:G9 0.0% over 80.0 (AMPRSL6 construct-correspondence-from MFPRSL6)
  1:          73.3   G13C2: not Asteraceae - Asteraceae
                      G9C4:  not family IV - family IV
  2:  40.0% ≥ 73.3   G13C5: not Geraniaceae - Geraniaceae
                      G9C4:       family IV - not family IV
  3:          60.0   G13C1: not Caryophyllaceae - Caryophyllaceae
                      G9C4:       not family IV - family IV
  4:  80.0% ≥ 60.0   G13C4: not Brassicaceae - Brassicaceae
                      G9C4:    not family IV - family IV
  5: 100.0% ≥ 53.3   G13C3: not Ranunculaceae - Ranunculaceae
                      G9C4:     not family IV - family IV

G13<:G10 0.0% over 80.0 (AMPRSL6 construct-correspondence-from MCPRSL6)
  1:  20.0% ≥ 73.3   G13C1: not Caryophyllaceae - Caryophyllaceae



                     G10C1:     Caryophyllaceae - not Caryophyllaceae
  2:          60.0   G13C2:  not Asteraceae - Asteraceae
                     G10C1: Caryophyllaceae - not Caryophyllaceae
  3:          60.0   G13C4: not Brassicaceae - Brassicaceae
                     G10C1:  Caryophyllaceae - not Caryophyllaceae
  4:  80.0% ≥ 60.0   G13C5:     not Geraniaceae - Geraniaceae
                     G10C1: not Caryophyllaceae - Caryophyllaceae
  5: 100.0% ≥ 53.3   G13C3: not Ranunculaceae - Ranunculaceae
                     G10C1:   Caryophyllaceae - not Caryophyllaceae

G13<:G11 0.0% over 80.0 (AMPRSL6 construct-correspondence-from GEPRSL6)
  1:          66.7   G13C2: not Asteraceae - Asteraceae
                     G11C5:   not family V - family V
  2:  40.0% ≥ 66.7   G13C5: not Geraniaceae - Geraniaceae
                     G11C5:        family V - not family V
  3:          53.3   G13C1: not Caryophyllaceae - Caryophyllaceae
                     G11C5:        not family V - family V
  4:  80.0% ≥ 53.3   G13C4: not Brassicaceae - Brassicaceae
                     G11C5:     not family V - family V
  5: 100.0% ≥ 46.7   G13C3: not Ranunculaceae - Ranunculaceae
                     G11C5:      not family V - family V

G13<:G12 0.0% over 80.0 (AMPRSL6 construct-correspondence-from BHPRSL6)
  1:          73.3   G13C1: not Caryophyllaceae - Caryophyllaceae
                     G12C3:     Caryophyllaceae - not Caryophyllaceae
  2:          73.3   G13C2: not Asteraceae - Asteraceae
                     G12C2:     Asteraceae - not Asteraceae
  3:          73.3   G13C4: not Brassicaceae - Brassicaceae
                     G12C1:     not Apiaceae - Apiaceae
  4:  80.0% ≥ 73.3   G13C5: not Geraniaceae - Geraniaceae
                     G12C2:  not Asteraceae - Asteraceae
  5: 100.0% ≥ 53.3   G13C3: not Ranunculaceae - Ranunculaceae
                     G12C2:        Asteraceae - not Asteraceae

Construct Links between Grids
 G1<:G2    0.0% over  80.0 (TGPRSL6 construct-correspondence-from TCPRSL6)
 G1<:G3    0.0% over  80.0 (TGPRSL6 construct-correspondence-from SGPRSL6)
 G1<:G4    0.0% over  80.0 (TGPRSL6 construct-correspondence-from RMPRSL6)
 G1<:G5    0.0% over  80.0 (TGPRSL6 construct-correspondence-from RGPRSL6)
 G1<:G6    0.0% over  80.0 (TGPRSL6 construct-correspondence-from REPRSL6)
 G1<:G7    0.0% over  80.0 (TGPRSL6 construct-correspondence-from PRPRSL6)
 G1<:G8    0.0% over  80.0 (TGPRSL6 construct-correspondence-from NDPRSL6)
 G1<:G9    0.0% over  80.0 (TGPRSL6 construct-correspondence-from MFPRSL6)
 G1<:G10   0.0% over  80.0 (TGPRSL6 construct-correspondence-from MCPRSL6)
 G1<:G11   0.0% over  80.0 (TGPRSL6 construct-correspondence-from GEPRSL6)
 G1<:G12   0.0% over  80.0 (TGPRSL6 construct-correspondence-from BHPRSL6)
 G1<:G13   0.0% over  80.0 (TGPRSL6 construct-correspondence-from AMPRSL6)
 G2<:G1    0.0% over  80.0 (TCPRSL6 construct-correspondence-from TGPRSL6)
 G2<:G3    0.0% over  80.0 (TCPRSL6 construct-correspondence-from SGPRSL6)
 G2<:G4    0.0% over  80.0 (TCPRSL6 construct-correspondence-from RMPRSL6)
 G2<:G5    0.0% over  80.0 (TCPRSL6 construct-correspondence-from RGPRSL6)
 G2<:G6    0.0% over  80.0 (TCPRSL6 construct-correspondence-from REPRSL6)
 G2<:G7    0.0% over  80.0 (TCPRSL6 construct-correspondence-from PRPRSL6)
 G2<:G8    0.0% over  80.0 (TCPRSL6 construct-correspondence-from NDPRSL6)
 G2<:G9    0.0% over  80.0 (TCPRSL6 construct-correspondence-from MFPRSL6)
 G2<:G10   0.0% over  80.0 (TCPRSL6 construct-correspondence-from MCPRSL6)
 G2<:G11   0.0% over  80.0 (TCPRSL6 construct-correspondence-from GEPRSL6)
 G2<:G12   0.0% over  80.0 (TCPRSL6 construct-correspondence-from BHPRSL6)
 G2<:G13   0.0% over  80.0 (TCPRSL6 construct-correspondence-from AMPRSL6)
 G3<:G1    0.0% over  80.0 (SGPRSL6 construct-correspondence-from TGPRSL6)



 G3<:G2    0.0% over  80.0 (SGPRSL6 construct-correspondence-from TCPRSL6)
 G3<:G4    0.0% over  80.0 (SGPRSL6 construct-correspondence-from RMPRSL6)
 G3<:G5    0.0% over  80.0 (SGPRSL6 construct-correspondence-from RGPRSL6)
 G3<:G6    0.0% over  80.0 (SGPRSL6 construct-correspondence-from REPRSL6)
 G3<:G7    0.0% over  80.0 (SGPRSL6 construct-correspondence-from PRPRSL6)
 G3<:G8    0.0% over  80.0 (SGPRSL6 construct-correspondence-from NDPRSL6)
 G3<:G9    0.0% over  80.0 (SGPRSL6 construct-correspondence-from MFPRSL6)
 G3<:G10   0.0% over  80.0 (SGPRSL6 construct-correspondence-from MCPRSL6)
 G3<:G11   0.0% over  80.0 (SGPRSL6 construct-correspondence-from GEPRSL6)
 G3<:G12   0.0% over  80.0 (SGPRSL6 construct-correspondence-from BHPRSL6)
 G3<:G13   0.0% over  80.0 (SGPRSL6 construct-correspondence-from AMPRSL6)
 G4<:G1    0.0% over  80.0 (RMPRSL6 construct-correspondence-from TGPRSL6)
 G4<:G2    0.0% over  80.0 (RMPRSL6 construct-correspondence-from TCPRSL6)
 G4<:G3    0.0% over  80.0 (RMPRSL6 construct-correspondence-from SGPRSL6)
 G4<:G5    0.0% over  80.0 (RMPRSL6 construct-correspondence-from RGPRSL6)
 G4<:G6    0.0% over  80.0 (RMPRSL6 construct-correspondence-from REPRSL6)
 G4<:G7    0.0% over  80.0 (RMPRSL6 construct-correspondence-from PRPRSL6)
 G4<:G8    0.0% over  80.0 (RMPRSL6 construct-correspondence-from NDPRSL6)
 G4<:G9    0.0% over  80.0 (RMPRSL6 construct-correspondence-from MFPRSL6)
 G4<:G10   0.0% over  80.0 (RMPRSL6 construct-correspondence-from MCPRSL6)
 G4<:G11   0.0% over  80.0 (RMPRSL6 construct-correspondence-from GEPRSL6)
 G4<:G12   0.0% over  80.0 (RMPRSL6 construct-correspondence-from BHPRSL6)
 G4<:G13   0.0% over  80.0 (RMPRSL6 construct-correspondence-from AMPRSL6)
 G5<:G1    0.0% over  80.0 (RGPRSL6 construct-correspondence-from TGPRSL6)
 G5<:G2    0.0% over  80.0 (RGPRSL6 construct-correspondence-from TCPRSL6)
 G5<:G3    0.0% over  80.0 (RGPRSL6 construct-correspondence-from SGPRSL6)
 G5<:G4    0.0% over  80.0 (RGPRSL6 construct-correspondence-from RMPRSL6)
 G5<:G6    0.0% over  80.0 (RGPRSL6 construct-correspondence-from REPRSL6)
 G5<:G7    0.0% over  80.0 (RGPRSL6 construct-correspondence-from PRPRSL6)
 G5<:G8    0.0% over  80.0 (RGPRSL6 construct-correspondence-from NDPRSL6)
 G5<:G9    0.0% over  80.0 (RGPRSL6 construct-correspondence-from MFPRSL6)
 G5<:G10   0.0% over  80.0 (RGPRSL6 construct-correspondence-from MCPRSL6)
 G5<:G11   0.0% over  80.0 (RGPRSL6 construct-correspondence-from GEPRSL6)
 G5<:G12   0.0% over  80.0 (RGPRSL6 construct-correspondence-from BHPRSL6)
 G5<:G13   0.0% over  80.0 (RGPRSL6 construct-correspondence-from AMPRSL6)
 G6<:G1    0.0% over  80.0 (REPRSL6 construct-correspondence-from TGPRSL6)
 G6<:G2    0.0% over  80.0 (REPRSL6 construct-correspondence-from TCPRSL6)
 G6<:G3    0.0% over  80.0 (REPRSL6 construct-correspondence-from SGPRSL6)
 G6<:G4    0.0% over  80.0 (REPRSL6 construct-correspondence-from RMPRSL6)
 G6<:G5    0.0% over  80.0 (REPRSL6 construct-correspondence-from RGPRSL6)
 G6<:G7    0.0% over  80.0 (REPRSL6 construct-correspondence-from PRPRSL6)
 G6<:G8    0.0% over  80.0 (REPRSL6 construct-correspondence-from NDPRSL6)
 G6<:G9    0.0% over  80.0 (REPRSL6 construct-correspondence-from MFPRSL6)
 G6<:G10   0.0% over  80.0 (REPRSL6 construct-correspondence-from MCPRSL6)
 G6<:G11   0.0% over  80.0 (REPRSL6 construct-correspondence-from GEPRSL6)
 G6<:G12   0.0% over  80.0 (REPRSL6 construct-correspondence-from BHPRSL6)
 G6<:G13   0.0% over  80.0 (REPRSL6 construct-correspondence-from AMPRSL6)
 G7<:G1    0.0% over  80.0 (PRPRSL6 construct-correspondence-from TGPRSL6)
 G7<:G2    0.0% over  80.0 (PRPRSL6 construct-correspondence-from TCPRSL6)
 G7<:G3    0.0% over  80.0 (PRPRSL6 construct-correspondence-from SGPRSL6)
 G7<:G4    0.0% over  80.0 (PRPRSL6 construct-correspondence-from RMPRSL6)
 G7<:G5    0.0% over  80.0 (PRPRSL6 construct-correspondence-from RGPRSL6)
 G7<:G6    0.0% over  80.0 (PRPRSL6 construct-correspondence-from REPRSL6)
 G7<:G8    0.0% over  80.0 (PRPRSL6 construct-correspondence-from NDPRSL6)
 G7<:G9    0.0% over  80.0 (PRPRSL6 construct-correspondence-from MFPRSL6)
 G7<:G10   0.0% over  80.0 (PRPRSL6 construct-correspondence-from MCPRSL6)
 G7<:G11   0.0% over  80.0 (PRPRSL6 construct-correspondence-from GEPRSL6)
 G7<:G12   0.0% over  80.0 (PRPRSL6 construct-correspondence-from BHPRSL6)
 G7<:G13   0.0% over  80.0 (PRPRSL6 construct-correspondence-from AMPRSL6)
 G8<:G1    0.0% over  80.0 (NDPRSL6 construct-correspondence-from TGPRSL6)



 G8<:G2    0.0% over  80.0 (NDPRSL6 construct-correspondence-from TCPRSL6)
 G8<:G3    0.0% over  80.0 (NDPRSL6 construct-correspondence-from SGPRSL6)
 G8<:G4    0.0% over  80.0 (NDPRSL6 construct-correspondence-from RMPRSL6)
 G8<:G5    0.0% over  80.0 (NDPRSL6 construct-correspondence-from RGPRSL6)
 G8<:G6    0.0% over  80.0 (NDPRSL6 construct-correspondence-from REPRSL6)
 G8<:G7    0.0% over  80.0 (NDPRSL6 construct-correspondence-from PRPRSL6)
 G8<:G9    0.0% over  80.0 (NDPRSL6 construct-correspondence-from MFPRSL6)
 G8<:G10   0.0% over  80.0 (NDPRSL6 construct-correspondence-from MCPRSL6)
 G8<:G11   0.0% over  80.0 (NDPRSL6 construct-correspondence-from GEPRSL6)
 G8<:G12   0.0% over  80.0 (NDPRSL6 construct-correspondence-from BHPRSL6)
 G8<:G13   0.0% over  80.0 (NDPRSL6 construct-correspondence-from AMPRSL6)
 G9<:G1    0.0% over  80.0 (MFPRSL6 construct-correspondence-from TGPRSL6)
 G9<:G2    0.0% over  80.0 (MFPRSL6 construct-correspondence-from TCPRSL6)
 G9<:G3    0.0% over  80.0 (MFPRSL6 construct-correspondence-from SGPRSL6)
 G9<:G4    0.0% over  80.0 (MFPRSL6 construct-correspondence-from RMPRSL6)
 G9<:G5    0.0% over  80.0 (MFPRSL6 construct-correspondence-from RGPRSL6)
 G9<:G6    0.0% over  80.0 (MFPRSL6 construct-correspondence-from REPRSL6)
 G9<:G7    0.0% over  80.0 (MFPRSL6 construct-correspondence-from PRPRSL6)
 G9<:G8    0.0% over  80.0 (MFPRSL6 construct-correspondence-from NDPRSL6)
 G9<:G10   0.0% over  80.0 (MFPRSL6 construct-correspondence-from MCPRSL6)
 G9<:G11   0.0% over  80.0 (MFPRSL6 construct-correspondence-from GEPRSL6)
 G9<:G12   0.0% over  80.0 (MFPRSL6 construct-correspondence-from BHPRSL6)
 G9<:G13   0.0% over  80.0 (MFPRSL6 construct-correspondence-from AMPRSL6)
G10<:G1    0.0% over  80.0 (MCPRSL6 construct-correspondence-from TGPRSL6)
G10<:G2    0.0% over  80.0 (MCPRSL6 construct-correspondence-from TCPRSL6)
G10<:G3    0.0% over  80.0 (MCPRSL6 construct-correspondence-from SGPRSL6)
G10<:G4    0.0% over  80.0 (MCPRSL6 construct-correspondence-from RMPRSL6)
G10<:G5    0.0% over  80.0 (MCPRSL6 construct-correspondence-from RGPRSL6)
G10<:G6    0.0% over  80.0 (MCPRSL6 construct-correspondence-from REPRSL6)
G10<:G7    0.0% over  80.0 (MCPRSL6 construct-correspondence-from PRPRSL6)
G10<:G8    0.0% over  80.0 (MCPRSL6 construct-correspondence-from NDPRSL6)
G10<:G9    0.0% over  80.0 (MCPRSL6 construct-correspondence-from MFPRSL6)
G10<:G11   0.0% over  80.0 (MCPRSL6 construct-correspondence-from GEPRSL6)
G10<:G12   0.0% over  80.0 (MCPRSL6 construct-correspondence-from BHPRSL6)
G10<:G13   0.0% over  80.0 (MCPRSL6 construct-correspondence-from AMPRSL6)
G11<:G1    0.0% over  80.0 (GEPRSL6 construct-correspondence-from TGPRSL6)
G11<:G2    0.0% over  80.0 (GEPRSL6 construct-correspondence-from TCPRSL6)
G11<:G3    0.0% over  80.0 (GEPRSL6 construct-correspondence-from SGPRSL6)
G11<:G4    0.0% over  80.0 (GEPRSL6 construct-correspondence-from RMPRSL6)
G11<:G5    0.0% over  80.0 (GEPRSL6 construct-correspondence-from RGPRSL6)
G11<:G6    0.0% over  80.0 (GEPRSL6 construct-correspondence-from REPRSL6)
G11<:G7    0.0% over  80.0 (GEPRSL6 construct-correspondence-from PRPRSL6)
G11<:G8    0.0% over  80.0 (GEPRSL6 construct-correspondence-from NDPRSL6)
G11<:G9    0.0% over  80.0 (GEPRSL6 construct-correspondence-from MFPRSL6)
G11<:G10   0.0% over  80.0 (GEPRSL6 construct-correspondence-from MCPRSL6)
G11<:G12   0.0% over  80.0 (GEPRSL6 construct-correspondence-from BHPRSL6)
G11<:G13   0.0% over  80.0 (GEPRSL6 construct-correspondence-from AMPRSL6)
G12<:G1    0.0% over  80.0 (BHPRSL6 construct-correspondence-from TGPRSL6)
G12<:G2    0.0% over  80.0 (BHPRSL6 construct-correspondence-from TCPRSL6)
G12<:G3    0.0% over  80.0 (BHPRSL6 construct-correspondence-from SGPRSL6)
G12<:G4    0.0% over  80.0 (BHPRSL6 construct-correspondence-from RMPRSL6)
G12<:G5    0.0% over  80.0 (BHPRSL6 construct-correspondence-from RGPRSL6)
G12<:G6    0.0% over  80.0 (BHPRSL6 construct-correspondence-from REPRSL6)
G12<:G7    0.0% over  80.0 (BHPRSL6 construct-correspondence-from PRPRSL6)
G12<:G8    0.0% over  80.0 (BHPRSL6 construct-correspondence-from NDPRSL6)
G12<:G9    0.0% over  80.0 (BHPRSL6 construct-correspondence-from MFPRSL6)
G12<:G10   0.0% over  80.0 (BHPRSL6 construct-correspondence-from MCPRSL6)
G12<:G11   0.0% over  80.0 (BHPRSL6 construct-correspondence-from GEPRSL6)
G12<:G13   0.0% over  80.0 (BHPRSL6 construct-correspondence-from AMPRSL6)
G13<:G1    0.0% over  80.0 (AMPRSL6 construct-correspondence-from TGPRSL6)



G13<:G2    0.0% over  80.0 (AMPRSL6 construct-correspondence-from TCPRSL6)
G13<:G3    0.0% over  80.0 (AMPRSL6 construct-correspondence-from SGPRSL6)
G13<:G4    0.0% over  80.0 (AMPRSL6 construct-correspondence-from RMPRSL6)
G13<:G5    0.0% over  80.0 (AMPRSL6 construct-correspondence-from RGPRSL6)
G13<:G6    0.0% over  80.0 (AMPRSL6 construct-correspondence-from REPRSL6)
G13<:G7    0.0% over  80.0 (AMPRSL6 construct-correspondence-from PRPRSL6)
G13<:G8    0.0% over  80.0 (AMPRSL6 construct-correspondence-from NDPRSL6)
G13<:G9    0.0% over  80.0 (AMPRSL6 construct-correspondence-from MFPRSL6)
G13<:G10   0.0% over  80.0 (AMPRSL6 construct-correspondence-from MCPRSL6)
G13<:G11   0.0% over  80.0 (AMPRSL6 construct-correspondence-from GEPRSL6)
G13<:G12   0.0% over  80.0 (AMPRSL6 construct-correspondence-from BHPRSL6)


